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Abstract

Objective: To analyze and compare methylation status of PCDH10 gene in gastric cancer and nom-
al tissues. Methods: Methylation-Specific PCR (MSP) and RT-PCR (real-time RT-PCR) were applied
to detect DNA methylation features of the PCDH10 gene in 100 smples. Results: The PCDH10 gene
methylation in the gastric cancer tissues was significantly higher than that in normal tissues. Con-
clusion: PCDH10 DNA methylation is correlated with gastric cancer.
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Figure 1. PCDH10 amplification curve
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Figure 2. PCDH10 dissociation curve
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transferance, DNMT)>KSEH1[3] [4]. B 45, DNMT L DNA 454, F B Ankx R % % 275 T DNA BUZTE
G, 2 SV R R I S N [ 5 e e 2 /S A Bk C6 JEAN S A, A S-BREF R ZER SAM AbH R L 42 ff e
WE C5 [5] &, MMM FEMRE. BalCH T2 I FRREX BRI ZEX R . Lou J [6]F1 Fang JY [7]
SR BREALH c-myc Fl c-Ha-ras F& K] IR AL K FRAIK, c-Ha-ras JE R 3840 A B g i 5 e AR
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