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R

B : HITLncRNA XIST, miR-204 & FN17EPTCAH S FFE 554 41 K LncRNA XISTZEPTCHI il & H HIRIE
KRB, H¥k: BFReal-time PCRB;AKM 2045 B AR BRI KR & A H S 55 4H 4 F LncRNA XIST,
miR-204 X FN1#RIEER, S QPCRALMI 31k FR IR 4H il & (BCPAP, TPC-1, KTC-1) LncRNA XIST.
miR-204-5pIRIAKF, B RIEEN AL (FISHR M PTCAI I RBCPAPHLncRNA XISTHIRIXELL,
LA XU G BRI S L R A\ 293 T4 fLncRNA XIST. miR-204X%FN1IME/EH. 8. S5EB4
L, PTCREAZIAHFILncRNA XISTHIRIZKFEZE EiE(p < 0.05), PTCEHLAKIFN1FIRIEKFERK
B Fif(p<0.01), TIPTCEHARAAK MIR-204-5pHIREKEHREE TiH(p<0.01), ZR¥EEST
22 ; BCPAPAIMIILNCRNA XISTHIRIA/KFHE, HmiR-204-5pHIRIEKFHRK; LncRNA XIST
FEAMMFE FRIL; LncRNA XISTS5miR-2045HEAEH (p < 0.05), FN15miR-2045 B (p <
0.05). %%: LncRNA XISTZE FRIRALREH HRZE, miR-2047E FRRFLLRE HIKRE, FN1E
BRI LRE T B #FIE; LncRNA XIST, miR-204XFNIHEEA, 25 FREBILLREBENRERRE,
FER R R IR LRI TR 2 Wihs B IR T 8 R TR IR 4632 4K 38, LncRNA XISTH 882 FR AR
SORFE S W AR TT B — AN FFRE
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Abstract

Objective: To investigate the expression and significance of LncRNA XIST, miR-204 and FN1 in PTC
tissues and adjacent tissues, and LncRNA XIST in PTC cell lines. Method: The expression of LncRNA
XIST, miR-204 and FN1 in 20 cases of papillary thyroid carcinoma and its adjacent tissues were
detected by Real-time PCR technology, and 3 thyroid cancer cell lines (BCPAP, TPC-1, KTC-1) were
detected by QPCR, the expression levels of LncRNA XIST and miR-204-5p were detected by fluo-
rescence in situ hybridization (FISH) to detect the expression and location of LncRNA XIST in the
PTC cell line BCPAP, and double luciferase reporter gene was used to detect the interaction of
LncRNA XIST, miR-204 and FN1 in human 293T cells. Result: The expression level of LncRNA XIST
in the PTC cancer tissue group was significantly increased in comparison with the adjacent group
(p < 0.05), the expression level of FN1 in the PTC cancer tissue group was extremely significantly
up-regulated (p < 0.01), while the expression level of miR-204-5p in the PTC cancer tissue group
was extremely significantly down-regulated (p < 0.01), the differences are statistically significant;
the expression level of LncRNA XIST in BCPAP cells was the highest, and the expression level of
miR-204-5p was the lowest; LncRNA XIST was mainly expressed in the cytoplasm; LncRNA XIST
interacted with miR-204 (p < 0.05), and FN1 interacted with miR-204 (p < 0.05). Conclusion:
LncRNA XIST is highly expressed in papillary thyroid carcinoma, miR-204 is low expressed in pa-
pillary thyroid carcinoma, and FN1 is highly expressed in papillary thyroid carcinoma; the inte-
raction between LncRNA XIST, miR-204 and FN1 is involved in the occurrence and development of
thyroid papillary carcinoma, and can provide a theoretical basis for the search of potential diag-
nostic markers and therapeutic targets for thyroid papillary carcinoma. LncRNA XIST may be a
new target for the diagnosis and treatment of thyroid papillary carcinoma.
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1. 51§

FEOPR e A2 A 5 DL PR FEODR M S v P, 4 B S Ve R R £ 3% 02 HOR I, PR e 1 R0 e i 4k
2 EFHERA]. FRME R T R 20 0 8 FUR IR LSRRI (PTC) . RAMIE(ATC) BEFERE(MTC) &
JEIEARIE(FTC) [2] [3]o Horr, PTC 2fi WA FRIMERT, & Frf FRARIRE R B 75% % 85% (4],
S AR ERAAALL, PTC /bty AKEAE, BIEREK, BTG, 5 FAEFRIE
96%LL E[5]. WATIRFEWIICRIL, XN HMME, LHEERS MRS PTC, B EmFLIN 1:2.5 [6].
SR1fT, PTC W] AR NIk s e A%, DRk, RUFEL2WT PTC Hn ARG 7 2L,

I FR L PTC (2 Wr— ol i B Y] Al ST $17 (0 PTC HATFRIE L S AL SR G5, 1ESREE D)
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Fr BT AT W o ART, AAGEIE B A2, W RES R PTC 5 HoA AR AR R AR AR, Al 15 1 AR AR e
FLRA K P IR B R B A IR IR IR VR I 12 SO VR YT . BRI, O J LA SR A J H —
$6 PTC AR FFAR I £ 8 7L SR AR 1 S a2 W bR 54, 1 CK19. Galectin-3 & HBMEI [7]. {H
T e A AR RS S AR R, RIS A L2 2IBR &1, AW Eos Braf* " LR 78 HR iR
MR ZRIR G, HARFMWR S, o T ORI RS WI8], EX T HUIR B H Ak 7y 24 (2 Wi A7) 7 45
%=, Bk, G0 PTCIEIECEbREY, AFT PTC Bz, HAHBEMIEKE L.

e RNA (Non-coding RNAs)RIABE Bl 1 B 5 I DB E RNA 70, 2947 NSEEERZH 1Y 98%,
T2 5 NRER, RETES), 5Z2MMIEE VIS R RNA 207K/, 64D RNA 1] 5 A KaEaE
#ifi RNA (long non-coding RNA, IncRNA) M7 EEJEi S RNA (245 miRNA. siRNA FlI piRNA) (9],
LncRNA J& —JE A KB 200 MEE R IIEENE RNA 701 BT HV O RISE ARG, — &
PR “hi” RNA[10]. MREETFAIRN, FFFN ERET R B, IncRNA Z2AEGEH S A EEELE
() “HEPIRR” , XUefE BN HER. IEHERY, IncRNA 82 Moy Qe iiis . B n s Lk
WIS A 27 ) R I B R ) R K, ANTFEAEMI IR B e . PR AN R S AR R AE/EHI[11]. MiRNA
FEEEgED RNA, KE—BON 18~22 MEH R, FEMIL “Fhrpa” SRR 3 umdEH ik X R H
Wehih, 2% mRNA BNHILEIEIE AR, TS5 MR R AR R [12]. 1E RIS RNA BF 78 8 1) #4
R HOREZ (A 73R B O R A e S “ I 1) IncRNA 3B A0 BN AR BRI AR R AL,
VEREWT . TR P RIA ST #E 5 3T ARIE 4> 7o BEWF 7T B ESGIE PTC H LncRNA XIST. miR-204-5p
FFN1 B3k M EAER K gifie i, FHRFRBEAREREZER S, HAIRKRERGIT PTC 4
BEBTRE, 7224 E Sk

2. AREFZE
2.1. HFRMR

@© Wk 2019 45 7 H & 2020 45 8 H HIRIZE T & K% 8 R BiAT FURIRVIBR 838 I F AR A, frf &
HWEEBIGR R KA B N ST 2 41, HUREBRALSOIRE (R L) 20 6. Bt 55 IE
LA 574 (FE 55 L4V B BE R A 2 > 0.8 em HIALE) 20 1], DAL AT HOR AR bR A E 28 B o B R
2, HHEFHEZLRAERE . @ 3 HRFREA RS 4 R(BCPAP, TPC-1, KTC-1).® A 293T
)i

2.2. PNFRHE

O FUiERERERE; @ TTHAEMEMR R © AR RE L @ JoW o W FH %R
s ® KRBT I iayT 2 XHRIRFEAR S © T ™ = 1O i L8 597
2.3. I AZE
2.3.1. {YEEFIRT

RNA #HURFI%K H TAKARA A#], PCR RMNFERE ABI AF, DMEM ki34 H Gibco 2
#; BCPAP. TPC-1. KTC-1 40/ % 293T 4k & HRIBe4i i 72, FISH #REFSERE T MEH A, 5l
Y B#EAE T4, PAGE 4ifk.

2.3.2. SEWAE
1) PTC FE 44} Hom 55 240 43 LncRNA XIST, miR-204 K FN1 ik /K FA
P 2 50~100 mg AFEE B BEIR, Trizol METRHUAZUE RNA, 1M J5 7T % 543 8] RNA B,
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=) cDNA B EHR A CHK MRS 500 pl JFORFAFH, miRNA BHEFMBARA 10 pl, G5
RT-Primer (10 uM) 3 pl. dNTP Mixture (10 mM each) 1 ul. RNA 500~1000 ng. RNase Free 7K up to 10 pl,
RBLZcAF: 65°C, 5min, UK T4 76 BRI HRCH]F A R SR B, SN 20 ul, WG BidAR
P J5 SN 10 uls 5 x PrimeScript IT Buffer 4 pl. RNase Inhibitor (40 U/ul) 0.5 ul (20 U). PrimeScript IT RTase
(200 U/ul) 1 pul (200 U). RNase Free 7K up to 20 pl, B #4400 5] LR FLHI R B, M8 B OE#% T
BN AF AT SO S e B : 42°C, 60 min, 95°C, 5 min (BEJIH), K S P=WAEIK LA #1456 F . mRNA
TG e S NAR 20 20 ul, BL3E 5 x primeScript RT Master Mix (perfect Real Time) 4 ul. Total RNA 0.5 pg-.
RNase Free 7K up to 20 pl, SMN2MF: 37°C, 60 min, 85°C, 5s, ¥ JREEFKF=WIMAEIK L4 H . )5 34T
qPCR #&ill, HA IncRNA XIST 1IEH5[4): 5-GACACAAGGCCAACGACCTA-3’, XA 54¥):
5-TCGCTTGGGTCCTCTATCCA-3’; hsa-miR-204-5p 1E[f] 5|47
5"-GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACaggcat-3’; hsa-miR-204-5p [ [
51%): GCGCGttccectttgtcateet, 5I¥)H L E T &, PAGE 4iifk, PCR BiZ&f: iR 50°C. 2 min;
95°C. 2min; 95C. 15s; 60C. 60s, JLHEE 40 MEH, FHMEARREENE 3 KICFE Ct{d, X e
KA 2-AACt %, ACt= Ct (HIEER) — Ct (EFKHER), AACt= SEIRZ ACt— XHEZ ACt.

2) QPCR & 3 & FUIR A% 40 it 52 (BCPAP, TPC-1, KTC-1) IncRNA XIST. miR-204-5p )ik /K

(1) RNA 28 @ KUERMMEEA, A 1000 ul RNAiso Plus (Trizol) 78 730 Z4#, Bt 5 I 200 pl
47, WHRAE ZUEHE 5 min. @ 4°C, 12000 g &0 15 min, W LJZKH, 25808+, @
A 0.5 ml RAEERE], 4°C, 12000 g &0 10 min, 3 B3, RNAJITEIK. @ A 1 ml 75% 48, &
IS0, 4°C, 7500 g 5.0 5 min, REF LiF. ©® =BT 10 min, F 20 ul DEPC H,0 #/# RNA
DUE. ©® K RNA iR : L DEPC H,0 A%} (Blank), HU 2 pl RNA R T4 6 B iHAa il
DEPC H,0 JyX} i (Blank), H{ 2 pl RNA ¥ 7T BEFRAC ARSI RE AR B A0 5 & o

(2) miRNA [z 5%: IR & 4, BHI T 10 ul /&£ & : RT-Primer (10 uM), 3 pl; dNTP Mixture
(10 mM each), 1 pl; RNA, 500~1000 ng; RNase Free 7K, upto 10 ul. M2k ff: 65°C, 5min, 7K LT
%o (B BRI N HECH] T A RS N, BN 20 pl: FIRAE PR RBIE 10 pl; 5 x PrimeScript 11
Buffer, 4 pl; RNase Inhibitor (40 U/ul), 0.5 ul (20 U); PrimeScript II RTase (200 U/ul), 1 ul (200 U); RNase
Free 7K, up to 20 pl. Bl IR S) LR BCHI S S, 508 550 J5 4% N AR AT SO I s 42°C,
60 min; 95°C, 5 min (B§RIE), K EE P WIAEIK LR E 25 H .

(3) mRNA x5 #ZIRFIE U, BRI 20 ul 4R &: 5 x primeScript RT Master Mix (perfect
Real Time), 4 pl; Total RNA, 0.5 pg; RNase Free 7K, up to 20 pl. N 2&fF: 37°C, 60 min; 85°C, 5,
V4 S PRI TAE UK E %

(4) ZOGE B PCRY G 4% MR & W14, Bl 40~ PCR 1 S Wi f& % : SYBR Premix EX Taq (2%),
10 pul; Forward primer, 10 uM, 1 pl; Reverse primer, 10 uM, 1 pl; ¢cDNA, 2 ul; ddH,O, up to 20 ul.
H ABI ViiA7 %t %€ & PCR {317 Real time PCR X, #2741 R: 50.0°C, 2 min; 95.0°C, 2 min; 95.0°C
for 15s; 60.0°C for 60s, JLEE 40 MEKF . EMESM: 95.0°C for 15s; 60.0°C for 60s; 95.0°C for 15 s.

1915 B
kB0 S| ¥IRF5I(5°-3%)
LI IS GTGCAGGGTCCGAGGT
hsa-U6-RT GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAAAATATG
hsa-U6-F CTCGCTTCGGCAGCACA
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Continued
hsa-U6-R AACGCTTCACGAATTTGCGT
GAPDH-hF TGACAACTTTGGTATCGTGGAAGG
GAPDH-hR AGGCAGGGATGATGTTCTGGAGAG
IncRNA XIST-hF GACACAAGGCCAACGACCTA
IncRNA XIST-hR TCGCTTGGGTCCTCTATCCA
hsa-miR-204-5p-JH GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAGGCAT
hsa-miR-204-5p-F GCGCGTTCCCTTTGTCATCCT

3) BCPAP 43 7% 1 ¢ 6 J5 A 44 5 (FISH)

BCPAP AHiffif%5%: % L 80%~90%I #EATALA. FEME & LIE & hl Frdi s 7% Big, Ak
IxPBS VR4 1 K, MMABREEE 1~2 ml, BERI), RIEREOR MM, E56E B
TIAREE, AR BRI K FF LR AR, B R IR A R AL, R IR T A A I A v, B AR AN
BT E0EH, 1000 rpm 0 5 min, SRJEFEE LI, MBI FRBOFRIT AN B, 4% 1:2 MR
BRI, KNSRI, dRERRTIE. NS FREE: 1640 + 10% FBS + 1% PS.

PIEIRNL A4S (FISH)SR S : (1) iARE 3% KA B T 24 FLIRALE, 559358 R41H(6 x 10%4L).
SEIG AT 4R M S LIS B 60% /. (2) 4B E S5i@iE: a. H 1x PBS JEUE4HM 5 min; b. H 4% 2R
FH % 2 3 [ 78 10 minsc. A 1< PBS JEBEAHMI 5 min, 3£ 3 ks d. BEFLINA 1 ml T4 I IEE (7 0.5% Triton
X-100 ] PBS), 4CHE 5 min; e. FEBERG, A 1 x PBSIFLEAM 5 min, 3 K. (3) BREFRI:
a. LA 200 pl FiZ422 i, 37°CE M 30 ming b, F EAFLAMA TS, I 100 pL & R4
AR 23S MG 26 T, 48 2.5 ul 20 uM FISH Probe Mix fEAEIIAE] 100 pl 2438, B, 37°C
AR . W, 42°C, FACTEMH DIGVERALAIM 3 X, K S mins d. Y, 42°C, ZRACHEM ITIE
VEAAE 1 % e, B, 42°C, Z4Cueii LGSR0 1 vk, £ @)%, 1x PBS JEVE4IM, =R 5 min. (4) $
e BOGKAET, AFLA/NCECGHANIIE . B3R RIS DAPDRH B e T-#3h b, 2 Ridm i
iRl

4)293T 4HHE IR HRKEIRGREER SRR

293T Y E 75 S AEAR: MIREEE R BUH 293T 4iif, IEE T 37°CKIE, FHAWIRGEIHEL, H
BHAAERIE, @GP AR EREEETEECE S, AMNEEFRE S ml, BRERIT SR
J&, 1000 r/min B0 5 min, FF EiE, MIAIEIRERTT, WICEMEE 25 ml 55800 N, B TR T
Rigt, CHB, WEYNMEBERS Bl . 40 MR IR ECHI W R . 45 ml DMEM + 5 ml FBS + 500 pul At. 4
Y0 %5 2 TE 80%~90% I HEAT AL, fERF TAE G g fuss 7 B3, FJCE 1 x PBS Weik4difi 1 X,
DINJREE A8G 1 ml, FBE5830, RIEFRE ARG il dip, 7668 S T OEE, 4B oF 6
LIS, INHT ISR FRIR LS (WAL, T R T 4B A A vk, R AR B T R0, 1000 rpm
B0 5 min, SRJGFF BT, IHTEER IR IR AT A R, 4% 12 RREFIG T, ARG TR

JORL K R R k& AN LncRNA XIST 41, %3 & psiCHECK2 Jii ki, #)g
psiCHECK2-IncRNA XIST-WT £l psiCHECK2-IncRNA XIST-MUT J5i $i ;

A FN1 3°UTR WT (B4R MUT (R48)F 41, E#E pGL3-promoter JFUkLH, 4%
pGL3-FN1-WT #1 pGL3-FN1-MUT J# $i..
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PETE: FECH) LB 5555 : FREX 7.5 g LB Broth Medium, A 300 ml ddH,O, JB4)JG, ik kil 5
KW Ja =iRE . FHIEE T Suie kb fEE, S5 aPAERMN LB MARFREE(15~30 m)H, 21
12~14 hr /£47(220 rpm, 37°C).

FRLAREL: BARE %S W, Omega R77&E A TR: (1) B 10~15 ml (IR, iR T 4000g B0 10 734+,
WEE R . (2) FEREFRW, AETTIE M 500 pl Solution I/RNase A, 4 g d 37 18 41 il 52 4> H 5 B . 3) ¥
Y MBS E W 2 ml B0 . (4) I 500 pl Soulution 11, 322 FEEIRA] 8~10 Wk, HIE#H
B 2~3 B, ARGEIE S 2% (5) BIA 250 pl T 1) N3 buffer, #ZEM L NEENRSIEOERIR, H
BB A GERTUE. FIRFEE 2 2080, (6) FiR 13000g 20 10 408, (7) Wb B3G5 1.5 ml 250
Ed. (8) M 0.1 544631 ETR Solution, F NEUEVES] 10 K, RMFBARVEMR, IRFUKIGHHFE 10 408
Ja B ZETEE . (9) B LIARRRET 42°CKIB S 8. ZERACK BB PLER . (10) =I5 12000g &0 3
I3, ETR VORI T RE B 2 (11) K BiEFER 28 1.5 ml 808 F, I 0.5 AR r
KO, B ETNEENRS] 6~7 Ik, HIFE 2 /78, (12) #2 HiBind DNA MiniColumn II £ X 2 ml §¥
£, (13) #HADIR 11 BRR A 700 wl BIE5E4F, =l 13000g &0 1 2%, FIER. (14) &
SPIR 13, HEDE 1 IRREW AN S R4 6 . (15) M 500 ul HBC Buffer, Zif 13000g &
O 1 5%, FEUEM. (16) I 700 pl DNA Wash Buffer, =if 13000g B0 1 208h, FIEW. (17) IIA
700 ul DNA Wash Buffer, =i 13000 g B5.0> 1 7308t FFEUEM. (18) =& 13000 g 550 1 708, FH. (19)
{2 HiBind DNA MiniColumn IT EAH 1.5 ml B0, JIA 120 pl H,O, iR NEHE 3 2080, =i 13000g
B0 143l (20) FHEEAM 60 BE T R P R A . —20°CIRAT

KRN BAR SE RS AR bR . USCEE RS 7% 25 B AR K0 293 T 41, FHE PS MISE &85 37
RN, AL REIL 1 x 10PN, B EER R 96 SLBUR, TRE MR RS b B R R
WG (1) A R TE L% 1 753, £F4L 500 pl (2) al: Lipofectamin 3000 (0.2 ul/fL) + JEIILiE Opti-MEM
BFFHA0 u/Fl); bl: miRNA-204-5p mimic 3¢ NC (100 nM) + psiCHECK2-LncRNA XIST-WT &,
psiCHECK2-LncRNA XIST-MUT & psiCHECK?2 #*#((0.4 pg/fL) + JCILiE OMEM ¥:7=5£(10 pl/fl); a2:
Lipofectamin 3000 (0.2 pl/fL) + JCIfiliE OMEM #57%2£(10 pl/fL); b2: miRNA-204-5p mimic 5 NC (100 nM)
+pGL3-FN1 3°UTR WT 8k pGL3-FN1 3’'UTR MUT & pGL3-Promoter %% #(0.4 pg/fL) + pRL-TK (0.2 pg/L)
+ FILiE OMEM 5753510 pl/Al), EHEFHE 5 min. 3) K ERT A al A bl IBAE a2 M b2 IBE, =
JEF E 20 min. (4) BEHAPREFRENTMIGRFRIEE, MG IRA . 6 DI JEHE, IATE4
B R AT ONREFE 48 hours, LAREEYLALU A MEXTIRAL. USCRE . BEFR OO : TS 40 B ES F230U5 , A 100
ul (RS JE R A0 B A, 78 RS, 10,000~15,000g 250 3~5 43 8h, B EIEHFIE . Ebigeg Ao
6 F TR MG R 1 e R A M 22 PR, R B E IR . W RN AT IR A (100%) B T UK B8
K& E&R . BEMERT 100 wl B8, DOEEE TR ZZ M, %58 1:100 IS 200
FE Tl ST WU JEC A0 (1005 ) FBC 1) it ' i s 2 ARSI A o F2c AR B AR U B P T J8 A 27 RO A B R A e A
SR ICTNRE I 2 D) ReBEARAL, I 2 (MR & 2 #5, Wl i (R 10 D o REANRE il 52 B, BURE i 50 pl,
BN 100 pl %8 K UG BRI TR, FAGHT S Bl e 24 77 R A1 5l € RLU (relative light unit).
TESE R IR e 8 K U R BPIRIE, N 100 fHE B BOG RBEE I TAER, AT s eE
277 IR AN E RLU (relative light unit) .

2.4. Gt FAE

{EB %4 Graphpad prism 5 (Graphpad Software, San Diego, CA); %5 m#E A Image 1, B4
Mr#x A+ Graphpad prism 5 (Graphpad Software, San Diego, CA); t-test 3#T LncRNA XIST, miR-204 2 FN1
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ZHAE PTC AL R A RIEZE R GR 1), PLREZER T Z4HT R TUKBY VEHT 35 1 50 7
LncRNA XIST, miR-204 /£ BCPAP. TPC-1 } KTC-1 =40 & TR ILZE R (E 2), LI ZE T 245
Al TUKEY vE3HT 5 5 R 38 7t A\ 293T 4084 LncRNA XIST 5 miR-204. FN1 5 miR-204 )% 5 (%
3)e LA P<0.05F1 P <0.01 35 1 22 S5 AR 2 38 1 22 S ) e A A

3. &R

O HURARFLSORE K55 4430 LncRNA XIST A1 miR-204-5p HIZRIALE: %G ER PCR 455 %
B, HmosdAatl, AR IncRNA XIST FIRIE/KFRE Fifl(p <0.05) (B 1): H5ES4AML, =
LA ) miR-204-5p [IFRIEK D E Tl <0.01) (8 2); SEssdmit, mALRAR FNI HIEIEK
P Ei(p <0.01) (K 3), ZRBEHSITEE L.

@ %G PCR 455 E W], =4 R(BCPAP.TPC-1 } KTC-1)H', IncRNA XIST [{]#%i%, BCPAP
Yl 258 7K -F- L TPC-1 4Hfiid(p < 0.05) A KTC-1 4Hfif(p < 0.01)22 Fifi, H miR-204-5p )35, BCPAP
Y 35 7K F H TPC-1 ZHfif(p < 0.05) )2 KTC-1 4ffl(p < 0.01)2 3% Fif, 2 55 BA it L. BCPAP
UM H IncRNA XIST (/K P =i (5 4), H miR-204-5p (5K T iAR(E 5), #ukBaz4m T e G

@ LncRNA XIST = Z/E4H i i1 R IE (5] 6~8).

@ LncRNA XIST 5 miR-204 A AHHAEH (p <0.05), FNI1 5 miR-204 4 EAFH(p < 0.05) (& 10~
13).

Table 1. LncRNA XIST, miR-204 and FN1 t-test
%% 1. LncRNA XIST, miR-204 A FNI t-test

fore 75 t1H
MiR-204-5p T #56: t=3.309
LncRNA XIST T K56 t=3.046
FN1 T K656 t=6.257
IncRNA XIST
301
ok
- —
.2
% 204
E. 1B RN
b
5]
>
= b
< J
o 104 b
=4 -
m
3
b
k!

Q=
Wi
)l

W
&

Figure 1. Expression of LncRNA XIST in papillary thyroid
carcinoma and adjacent tissues

& 1. FRBREL IR E R RS 4A 40t LncRNA XIST BIFRIE
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Figure 2. The expression of miR-204-5p in papillary thy-
roid carcinoma and adjacent tissues
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Figure 3. Expression of FN1 in papillary thyroid carci-
noma and adjacent tissues
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Figure 4. The expression of LncRNA XIST in BCPAP,
TPC-1 and KTC-1
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Table 2. LncRNA XIST, miR-204 one-way analysis of variance
%< 2. LncRNA XIST, miR-204 BERFES

367 F 18
MiR-204-5p BRE T ZE 0T F=170.7
LncRNA XIST BRETTES T F=1733.6
miR-204-5p
2.5
*%k
5 2,01 ”
2 *%
<] —_—
a. 1.54
]
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2 1.04
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Q
~ .51
0.0 T
A

Figure 5. The expression of miR-204-5p in BCPAP,

TPC-1 and KTC-1
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Figure 6. Results of in situ hybridization (FISH)—LncRNA

XIST (300x%)

& 6. FR{AIZL3Z(FISH)ZER——LncRNA XIST (300x)

Figure 7. Results of in situ hybridization (FISH)—DAPI

(300%)
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Figure 8. Results of in situ hybridization (FISH)—Merge
(300)
& 8. FR{LZL3Z (FISH)ZER——Merge (300%)
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Figure 9. LncRNA XIST indirectly regulates the expression of FN1 by
competitively binding miR-204, and participates in the development of
PTC
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Figure 10. LncRNA XIST interacts with miR-204
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Figure 11. FN1 interacts with miR-204
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Figure 12. LncRNA XIST and miR-204 dual luciferase

reporter gene detection results
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Figure 13. FN1 and miR-204 dual luciferase reporter gene

detection results
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4. i1ig

LncRNA XIST fii T X Juafh b, @& FRINAIIERID RNA 2 —. F7E 20 FFH1, Eitinfie h—
AMNTERA T BFFE AN R IL IncRNA XIST (it 7E X Jetifk b4 RUTERIEF[13]. Engreitz 5 AW R K
B Xist fEFHF X Yot Ry R, dd it R X Qe ki =4E SR 456 Xk, 78 X etfh) 244,
MTPE LE X Getifhk B FEREES[14]. B R I, IncRNA XIST i@it 5 SHARP B 454, 85
SMRT, i T HDAC3, ¥K4E A LWL LS RNA BAEE 1T ARESE A& X etatk[15]. Rk, FRA1HE
I IncRNA XIST 7£ PTC 53 S &k A B & PTC fE LM E D AR EFH = T BEMER . —.

miR-204 & E 6T AN 9 5 Yefiik 73424891~73425000 f7 2 [d]. FE MR HLH miR-204 FE7E 54
I, miR-204 5. . T HBIAA RTUGERSREVI[16] [17] [18][19].

FN1 2 7E M5 R L A A ot rT P B 0T, B LG IR R B 45 EMT AR b Rk &
YIERmM. LR - 854080 0 (Epithelial-mesenchymal transition, EMT) 2 %5 L 7 4 i 3R 1547 € st A2 42
1o AR, JRIBD AR N R Fe R R B R . FEMRRR R T . HAE R 191 SORE DRI R A
RS POR R ORIE T EEAE R . £E EMT W8], b 5z 40 2 25 40 AR v o S B e) 78 S 6 78, AT 484 m 40 g
RZBFT AL J1[20]. EMT EERHEA LR M Mbr EYRIEEFEC, W0 B-45%5 5 H (E-cadherin), 1 [])5
N kR B FE BRI, W1 N-45%) 2 (4 (N-cadherin), FN1. Snail. J%JEH H(Vimentin) [21]. F& 7 3ATHT
WHFLHI PTC 4b, FEFULARE . Sk HRRAN MRS . P A0 JE 1 20 598 DL B S5 A i 24 5 2 P M R wh 2
P FNL 261k 88 &[22] [23] [24] [25]

KEEAIRT, IncRNA XIST 25 | ZFiEiE 1)K A K FE[26] [27]. BFFLKIL, IncRNA ] Gl it 175
FEEN R M B AL FAE M EAE Y miIRNA “HE4R” WPt miRNA, i i 2 302 A i) e 1) 77 X3 30scm
KA, XFPHLE R A T G YR PE RNA (competing endogenous RNA, ceRNA)HLHI[27]. Ac5236 45 )
PR, SEsrdLt, A2 IncRNA XIST A FN1 f)36ik /KT 2.2 Eif, M4 4 i miR-204-5p
IZIE PR 2 T, BESCERR B, Ab Mutalib 25 AGEL 0 HT TCGA fI%dE, fiEH hsa-miR-204
76 PTC PR35 FIf[28]. SLIG45 B R LncRNA XIST 5 miR-204 2 FN1 5 miR-204 H A EAEH, R
S FH Starbase 2.0 H#f E, FATAKI IncRNA XIST 7] LA miR-204 454, H XIST 55 miR-204 254 KA A5
Al miR-204 5 FN1 G54 67 S5 A EEH5, Wl XIST 5 FNI 0] REFEAE 35 4+ PE 45 & miR-204 {122 R2(14 9),
AL, FRATTHEN IncRNA XIST #E PTC H 5 i 208 1] AP35 4 miR-204 R g4, M58 PTC (1)
RAERIE « FATTIEAE AR AWT 7C HIE B IR L4 . [FIR, FRATTE L 96 A 44 58 (FISH) SE 6 1IE 52, LncRNA
XIST EZEAEAMR P RE, XA R TR RE, @1 /R R, WA PTC 4kt
Y T RE R RS o

2R ERTiR, SRESESE LncRNA XIST A FN1 & FUR IR AL SR o ik, miR-204 78 FUR IR AL R
JEHERIA, IncRNA XIST FZ/E4H )it h R I&, FATHEN IncRNA XIST £ PTC 1 374 =y ik nf LAt
#75 miR-204, FEFVEFH I miR-204 X FN1 f461EH, MR FN1 B)&RIE, #EmhEl b - (A5
Y PR A0 S5 B (5 SRS, BT ELT PTC MR A1 9). IncRNA JE It 2 #0757 304 miRNA 1)
ik, M FEUE KA K FE[29], Hrb—FN IncRNA Al R4 AN JEME miRNA #F45(miRNA sponge) 1)
Ihig, M) miRNA (1380 33 1T 520 R 240 i B M AR 02447 N [30]. IRIE, N LncRNA XIST £3P&1I%
FFODR 2L Sk oK g T B P 184 5 K B3 miR-204-5p [31], A, FATEMRFEIE PTC 4 it #%IA LncRNA
XIST I g2 5 25 FFUIR R 2L SR 1R 38 5 DA AR 28 # e 77389 (32] . 73 4h, LncRNA XIST 2 Z7E 4t i i
rhak, (8T SRA I E R, IR U AH M AR DhRE SR, JTBR LncRNA XIST A 2 5ok FAR IR FL
SRFE IR TT B A P24 ¥ £ [33] [34], LncRNA XIST w] G5 FUIR AR 3L Sk DRI 1 B A A AL 5545 935 [36]
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1371,

HAFHEME S5 . LncRNA XIST, miR-204 /& FN1 MHEAEH, 25 BRIEASRIE f k4

RIE, FERAH R BRFL SR AR 12 Wibr B AE T #E S SRR AL B IR Ak HE, JF H. LncRNA XIST Al g
FE FUR B AL SR Z W AR YT () — S T . AR SZIGHE R B b, 76 UG BT F0 8 n K REAS B 5T
LncRNA XIST Z3E K 1E PTC H HI/EFHLH

E&WE

P 2 H- TR W S S5 N PR = 2 F 9 PO TUH (T H 9 5= HNOTENTO7) 7 & R~ R B Fe “ iR

B+ X7 BRI H (H S 3400).
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