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Abstract

[Objective] To compare the gB and gD sequences of the Feline Infectious Rhinotracheitis virus.
[Methods] The gB and gD sequences of 5 isolates and 1 vaccine strain of Feline Infectious Rhino-
tracheitis virus were sequenced, and the nucleotides and amino acids of them were compared.
[Results] The gB sequences of the isolates were partially mutated and were highly homologous to
the vaccine strain. The amino acids of the isolates were also partially mutated. The gD sequences
were not mutated. [Conclusion] The gB sequences of Feline Infectious Rhinotracheitis virus iso-
lates were mutated, but they were homologous with vaccine strain.

Keywords

Feline Infectious Rhinotracheitis Virus, gB, gD, Sequence

HERME[SERREgBMgDFIIELRY

Nk, % &, BERE, T &, ke, B Ok, BER, AR
T SR T A G, B
Email: 403856321@qq.com, “shzjpvet@163.com

ks HiH: 20184F1H2H; FHEM: 20184F1H16H; KA H: 20184F1H23H

HE

[E&] B Rt RS E R TeBNgDFIIER . [J7ik] RANFTEM RS SERRES
B B URBEH IR I gBRgD /AU HEAT R AN E, HHLBEHTRNEERER. [4R] £RENS
ERgBFIIRAE T TN, I B SR E R R R, REER N R RER DN, gDFFIRAE RN,

TESEE .

XESIH: XM, R R, 5, Bilse, Xnk, B, B eSS K EE gB 1 gD A LX)
S B S BB 9T, 2018, 7(1): 8-13. DOI: 10.12677/acrpvm.2018.71002


http://www.hanspub.org/journal/acrpvm
https://doi.org/10.12677/acrpvm.2018.71002
https://doi.org/10.12677/acrpvm.2018.71002
http://www.hanspub.org

X fe %

(58] Mttt BB RRT S BikgBFIIA RN, HEEmMRREE 2.

K §Eia
BERMEESERRE, gB, gD, WF

Copyright © 2018 by authors and Hans Publishers Inc.
This work is licensed under the Creative Commons Attribution International License (CC BY).
http://creativecommons.org/licenses/by/4.0/

1. 3]

WAk Gtk 558 4 (Feline Infectious Rhinotracheitis) & H 29 1 B+ 4 9620098 5 X0 RHE M 26 5
| 78 (Feline Herpesvirus Type 1, FHV-1) 5| & 1 DA S I IRGE RE R R AE i v B2 F b P A G [ 1], A%
Gtk B SONARZIMEAE Y, W B E R O A 2 Al NI EE ALY, E45 Mk
AR R AEFNZ R, EIZW T 77 A B E PR 7. Hm i N A w2 f i A i, Hh
A5G 7 FOBEEEE, 292 gB. gC. gD. gG. gH. gl Al gE [2]. fEXUehEE S, oB & R B ARt E
H, EMALSA Rk, SRS 2T R, R E S 71 gD 7E B85 40 i 2 [
BY R AR, AEAUA S rh e B rh MU 3] ARATIAE e PR 2 WA T3 7 T LA B 255 3
I LA R 7S A

AW FCE I O B % 1 5 bk FHV-1 2T 9B A1 gD [FFIMIGE , 70 A A% 1 R RN S 3 1% [R5
PEZESR, R T stk S sk TR ) 22 5.

2. ¥ E55/%
2.1. FHV-1 9 B A& HE Rk

FHV-1 43 Bk AA SIS S ARAT, Btk 543 78 FHV-1/cat/Shanghai/01/2014 FHV-1/cat/Shanghai/02/2014
FHV-1/cat/Shanghai/03/2014. FHV-1/cat/Shanghai/04/2014 #1 FHV-1/cat/Shanghai/05/2014; % FiHk AT Ak ir)
P o
2.2. R

DNA 2GR & B i E AR ARAR, #t5: DN-VR-100; 10 x Ziik. dNTP. rTaq
oW, BRI VIR Xbal 1. Hind 111, DL2000 Marker 3 TaKaRa A IE4M THEATRA T Fikidz
B & B b SRR e AR H AR F IR ST A, #it'5: 20150309,

2.3. DNA $2H

1) HX 200 uL AR T 1.5 mL B0, BN 400 uL Lysis Buffer, JR¥% 2], EiRfEE 10 78h;

2) SN 450 uL Binding Buffer (S 167K ZBE), k%121, 1 600 pL WA #2 2 W A, 12,000
rpm BSC 1AMl SRR, R PR A RON A — ISR

3) BT A B AU R B B AR, 12,000 rpm B0 1 0o . IR AR TN BT AR A

4) Jm 400 uL WB1, 12,000 rpm 5.0 30 #b, FEdRM, B BAERON R — RSB & .

5) N 600 uL WB2 (2L INTE/K Z.EF), 12,000 rpm 250 30 70, FEMUR, A5 MR BRAE BN [A] — i S 4

][l
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W, 12,000 rpm ZSEEE L 3 4
6) HBE AL RN — ST 1.5 mL B0, 78I B A A B g N0 i 50 pl Elution Buffer, =
BEE 2 08h. 12,000 rpm &0 1538k aitb R BRI, —20 T8A7F#%H .

2.4. 9B 1 gD K ERHYY 1

R4 GenBank 1] FHV-1 .41 gB Al gD J£41(S49775.1 Al FW654040)i% i1 3 %45k 51 ¥+ 1
oB M1 gD FE¢[4], 51 5 W3 1o Ja1 e bl sy 22 AR TR IR A w145 B, F DEPC /K #% % 25 pmol/L,
—20°CHRAF#%H -

PCR J MK 50 pL e Mtk &, Horh 10 x 22 (Mg free) 5.0 pL; MgCl, (25 mM) 4.0 pL; dNTP (2.5
mM) 4.0 puL; 3514925 pmol-L™) 1.0 pL;  Fi#5149(25 pmol-L ™) 1.0 uL; cDNA 10.0 puL; Tag DNA %
4l 5 N4z, i DEPC 7K % 50.0 pL.

SN A 94°C A 3 min; 94°CARME 50 s, Bk 45's, 72°CHEM 90 s, L 34 AMEH; 72°CaEfd
10 min J5, 4°C{RAF.

25 BRETFHRERLEE
By B B R4 TISEN, 14 HR DNA BRGSO E R 34T, e S T #
RER . ERRNARRA: KBNS 7 ul, 10 x ERZEMW 1 ul, T 344K 1 uL, DNA ZE#E 1 uL,

ACERIR, RIGHAEBZAEYM, 76 IPTG. X-gal 55 T 37°CHi 7% 12~16 h. HREU A BE B ¥4 70 LB
ARG IRAE, BRI RUE SR BUBURL, KSR BR 1 1 N D0 Xbal 1 A0 Hind 113547 B 2 28 ) XUl )

[ ==3

£ E o
2.6. gB # gD =EHERFIIRINE

W b ik 2 XU ) 4% € 1 B AL OREIE il s e AE IR A IR A m BEAT I, A H] DNASTAR #ift
e Fr 25 R R RN FP FUBEAT LEXS, 58 % FHV-1 40 B MRS O R SRR RR AN 8 Mo 8 R 13 91 1 U5
P, [ 22 A% R R LA o

3. R
3.1. gB M gD I HERREIIR 1

5 Ny Bk 5 R 9B I [EVEYE N 100%, 5 S49775.1 [HYEE A 99.9%.gD 41 [F]VE M #8  100%
(WL 1 A 2).

32 9B SERRENS
T ESHRRIBE AR 5 DA TR B, I 3 N RARAL R (ILIE 3).
33.0B RELX BN
5 R BRS BEHIRAE R — 3k, 5O RTHRAE T AR 3L 4).
4. Wig
BIFRAEREY, FHV-1 19 9B FAIRERA M, WAHT 5 HW T 9B RV 100%, 57 ik

B RIEPE M 100%, {H2 5 00 4 BBk FW564040 [FYET: A 99.9%. HEFERIETE 4 M S aas,
Horr 1367 {71 G 48K C, 1451 Aiff) T A8 K C, 2232 fiff) C A8 A, VLK 2487 fiff) G 25K C, AHMH
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FIE T 3ANEIEMR I UL, EFEMR 456 £ B 1 = BR(C) 2 N 22 Z R (S), 484 L 1 45 &R (V) B NN AR (A)
744 1AL R AR IR (D) NBERAIR(E). X FHV-1 FEE A 5L R, ik gB 7E/NRARP RS 577
TRERIRTE R PRI, 1K B R 8 75 7 5% G M4 P9t RE 0™ AR A 224 i 19 1003 B SR R AT

Spatz Z5[S]FHFRIA FHV-I gB FIFRLILAIE S s /N, AR 5774k 9B e sy, Fik, gB mIfE
NPT FHV-L B A2 1 R 3R A N R ABE AR R B IR 9B P AIRA T a2, I
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Figure 1. Percent identity of FHV-1 isolate gB genes
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Figure 2. Percent identity of FHV-1 isolate gD genes
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-HEN .+
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Figure 3. FHV-1 isolates gB amino acid mutation sites
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Figure 4. FHV-1 isolates phylogenetic tree of gB genes
[ 4. FHV-1 5y Btk 9B EE LR

H5 g B FR, (HR R RS SR 6], WaEekIE T e, By B R AR IR (¥ BE AL
1, BT AT EAHERR 20 1 PRR R T2 1 A 7T RE o

FHV-1 [f] gD FrRZ H IR AR TEER Y 100%, BATEM AL . 1 gD & A HAT mgekerE, Ber L
5 M BEAN IR [7]. Maeda S5 [8] A ILARIA M2 75 | 22 gD & (A Bt A T WR B A O 4, (EA
WA R ARG, iy ELIX R B T AR L F) B e BE LRSI, Bkdh, Mz i | B gD A
RS2 Wi 55 gD & 1 R AeBESE & B LM LLAM[7], BubHEN, xR0 oD & A 7E 3R gL 1 TE 4
W ERARFE . AHTIL R BN B ZL AR L BOA e I [6], #E gD HE AR KA R TS IL T,
A2 5 R 51 RS L IR AP P 2 S 7 B — P BT 7

FHV-1 AR T = X 223 i IR AT ERCRE , R sh W) T 48 By i 2, 45 FHV-1 IR B il SRAR DK R K
PRI, A Dy 3 2 i BT RREEAEAE 45 FRA T R A& T R AN AT T A, K0 ) 0] A2 M K
THRIMERIEIZ . FE%E 7> T/ E A B, AT FHV-1 M RBORERERZ, £ 5L L 45380y
TLEW) A D RE AN HE PR ZIE 255 75 T B0 S AT HE R, KOOI TIT A R ToasBiE P 3 R T
FERE R AR FUERS, JREoR H RAFIIATR[9]. 9B BAMFA R MEBE A, Nt/ kKIFH gB AMXK
ELISA 2 WiJ7 i1 gB AL B S5 A 7T gD & AR it FORZ 0 B I A e i e AR R, R
G IUF I G P R E[10]. AR TR T FiEHLIX FHV-1 JATH gB A1 gD AU R-IE, X FHV-1 1)
Bz BRadAS IR B, e HLE AR B (T R LA E A R SO L

5. &g
KRGO GE R0, 1 (X ek 87555 409 2840 BIKk OB 504 254K, B 58 Vi bk IR0 J v — L.
H&e&mE

BT AT UR D RS EANA AT 7 (2015) 55 2-8 5); bl A IR R I H (7 AR BHA
F(2014)% 7-3-3 7).
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