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Tsinghua University Reported the Structure of an Intron

Lariat Spliceosome from Saccharomyces cerevisiae
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Structure of an Intron Lariat Spliceosome from Saccharomyces
cerevisiae
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. ; . The disassembly of the intron lariat spliceosome (ILS) marks the end of
a spllcmg cycle Here we report a cryoelectron microscopy structure of the ILS complex from
Saccharomyces cerevisiae at an average resolution of 3.5 A. The intron lariat remains bound in the
spliceosome whereas the ligated exon is already dissociated. The step Il splicing factors Prp17 and
Prp18, along with Cwc21 and Cwc22 that stabilize the 5’  exon binding to loop I of U5 small
nuclear RNA (snRNA), have been released from the active site assembly. The DEAH family
ATPase/helicase Prp43 binds Syfl at the periphery of the spliceosome, with its RNA-binding site
close to the 3’ end of U6 snRNA. The C-terminal domain of Ntr1/Spp382 associates with the
GTPase Snull4, and Ntr2 is anchored to Prp8 while interacting with the superhelical domain of
Ntrl. These structural features suggest a plausible mechanism for the disassembly of the ILS
complex.
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