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Abstract: Intron is the genome sequence that is cut out in mature RNA transcripts. Full sequencing of a
number of eukaryotic genome gives us some help to understand the intron evolution, exon-intron organization
etc. This paper reviewed some progress in intron distrubtion, intron generated hypothesis, spliceosome and
major splice sites, intron acquisition and lose and its mechanisms, factors affecting the evolution of intron,
and so on.
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