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Abstract: The development of high-throughput biotechnology emerged in a mass of biological network data.
How to dig out the conservative frequent pattern effectively from complex biological networks is one of the
hot issues in contemporary systems biology. For the reasons that the biology data tends to have the features of
large sacle and high demension, to develop a software that can mine the frequent patterns from these biologi-
cal networks is apt to face a storage prolem. Therefore, we use the method of C++ object-oriented to tackle
this problem and discuss its application of frequent pattern mining from biological networks in the end of our

paper.
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Figure 1. Therestore of biological networks
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typedef struct
{
unsigned one:1; unsigned two:l,;
unsigned three:1; unsigned four:1;
unsigned five:l; unsigned six:1;
unsigned seven:1,; unsigned eight:1,;
int returnValue(int i)//i& [71 5 | AN 76 & HI1E

{
switch(i)
{
case Lireturn one; case 2:return two;
case 3:return three; case 4:return four;
case 5:return five, case 6:return six;
case 7:return seven;case 8:return eight;
default: return -1;
}
}

void setBitValueOne(int i)/ 55 | N ICRBEN 1
{

switch(i)
{

case 1l:one=1;break; case
2:two=1;break;

case 3:three=1;break; case
4:four=1;break;

case 5:five=1;break; case
6:six=1;break;

case 7:seven=1;break; case
8:eight=1;break;

default: return;
}

}

void setBitValueZero(int i)/*+ 55 i ANICERME N O
{
switch(i)
{

case 1:0ne=0;break; case
2:two=0;break;
case 3:three=0;break; case
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4:four=0;break;

case 5:five=0;break;  case 6:5ix=0;break;
case 7:seven=0;break;
case 8:eight=0;break;
default: return;
}
}

} EdgeSupportVector;
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class Edge
{

private:

int headvextailvex;
float weight; /47 J802 I BUE
int hanming;// 47 1% 32 32 5 17 & 1T IS
EdgeSupportVector * edgeVector;//17 /il 1%
T35 IR ) S )
public:

static int edgeVecPacNum;//i¢, 3% 121 [ & 5 B

115

static int graphnum;//Ac 3% B8 K/

static int genenum;//A¢ 57 F A %

Edge();// 1% 75 18] LA J b B a6 A0 A

~Edge();// BB 7 HI T 11 7 5]

b
int Edge::graphnum=0;
int Edge::genenum=0;
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int Edge::edgeVecPacNum=0;
Edge::Edge()
{
edgeVector=new EdgeSupportVector
[Edge::graphnum/8+1];
weight=1,;
}
Edge::~Edge()

{
delete []edgeVector;
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class Graphlet
{
private:
Edge * edgearray;//{7 78 1% KI5 Fir A HIIL HIAS
12
public:
static int size;//ic 5% E 5 AN
static int edgenum:;//ic %1% K4 D %
Graphlet();
~Graphlet();
h

int Graphlet::size=0;
int Graphlet::edgenum=0;
Graphlet::Graphlet()
{
edgearray=new Edge[ Graphl et::edgenum];

}
Graphlet::~Graphlet()
{

delete[] edgearray;
}
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