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Abstract

Objective: To quantitate expression of miR-183 in gastric cancer of different tumor stages and
discuss their significances. Methods: Real-time PCR was used to detect the miR-183 expressions
between gastric cancer tissues and matched adjacent tissues. The correlations of miR-183 expres-
sion with clinic-pathological features and clinical prognosis were analyzed. Results: The signifi-
cant overexpression of miR-183 was observed in the rectal cancer tissues (2.12 * 0.24 versus 1.04 +
0.15, p < 0.01) as compared with the corresponding adjacent normal tissues. Up-regulation of
miR-183 is associated with advanced clinical stage, positive lymph node, deep stromal invasion,
and distant metastasis in gastric cancer patients. Conclusion: The expression of miR-183 is asso-
ciated with clinic-pathological features and patient’s clinical prognosis, so it may be used as a po-
tential diagnostic biomarker and a prognostic predictor in patients with gastric cancer.

Keywords
micro-RNA, miR-183, Gastric Cancer, TNM Stage

MiR-183EANE 7 HAB P HIFTIERENX

B th, WM, PRE, I R, L B
bR A R e B SR B PR B SIS B AL AR, i
THEIEH .

SCEG| A B, WIS, IR, PhEL I miR-183 7EAN [0 B h M FA B D). IRIREE 23R, 2015, 5(4):
219-224. http://dx.doi.org/10.12677/acm.2015.54035



http://www.hanspub.org/journal/acm
http://dx.doi.org/10.12677/acm.2015.54035
http://dx.doi.org/10.12677/acm.2015.54035
http://www.hanspub.org
http://creativecommons.org/licenses/by/4.0/

JiEh &

Email: guwei_zwn@163.com, *"docmajin@hotmail.com

Wk H . 20154F12H5H; FHHB: 2015412 H28H; KA HM: 2015412 H31H

wm B

H K BllmiR-1837EA F 2 # B R E BRI TR HIGIKRE X . ik: b} EEPCR(real-time PCR,
RT-PCR)¥E I 10051 B A H 5K F 205118 FoE 55 H A H miR-183FIRIAKF, 4 HrmiR-183FKikK
PS5 BREEERARREFERTERIRR. ER: BEALR+HmiR-183REEH EFH THN MEFIER
4H4H(2.12 £ 0.24E£1.04 £ 0.15, p < 0.01) miRNA-183FZ /K 5IGKFREMBMTING &, MELEER,
TACFER K IR TETEE A X (p < 0.05), SHHl. Fi#. ME KA. SUBEELR(p > 0.05). ROCH
LR B, miR-1837E TR R s 0T, FEAUCHE50.74 (95% CI2H0.530~0.865) , UK 450.0%),
R RMEN90.0%; 4518 miR-1837E BB A R F RIA L5 B R s RS BARHE X B4 TG ZVIH %,
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FRUCEE ) B g Sged 55 2 bR AR VR R S, BT D) R/ NEOHR , BONTIFER R AF S, B S5 25 AN 1 mL
TRIzol [f) EP %, ##E 5min, &7 0.2 mL, JRAIERE 5 min, B5.0(4°C, 12000 x g, 15 min), PH ik
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Figure 1. (A) Comparison of levels of miR-183 in samples from gastric cancer patients without metastasis (n = 24), gastric
cancer with metastasis (lymph node and distant metastasis) (n = 56), and normal controls (n = 20). Data are expressed as the
mean + standard error (SE). Expression of miR-183 in tumor tissues was significantly higher than that in normal tissues (p <
0.001), especially higher in metastatic tissues (p < 0.001). The miR-183 expression levels were tested by qRT-PCR and
normalized to U6. Statistical analysis was performed using the paired t-test. (B) To test the ability of miR-183 in gastric
cancer as a biomarker for metastasis, ROC curves were established. We observed clear separations between the patients with
and without lymph node and distant metastasis, with an AUC of 0.74, 95% ClI, 0.63 - 0.85
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Table 1. Relationship between miR-183 expression level and clinical pathological characteristics in gastric cancer patients

7 1. BEBE miR-183 Rk FSIRAREBFHER X &

IR 2% miR-183
ISYiIE-¢ fRFILLH [ Suei| p fE*
(n=80) (n=45) (n=35)
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<60 37 23 14 0.323
>60 43 22 21
531
5 45 25 20 0.887
E/8 35 20 15
Ji98 K /1N (em)
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>5 34 16 28
JH TR S AR
atais 28 19 9 0.125
= 52 26 26
B
T1,72 21 16 5 0.032*
T3,74 59 29 30
MELE R
9 24 18 6 0.027*
A 56 27 29
AR
x 73 44 29 0.039*
f 7 1 6
TNM 43
L 36 27 9 0.002**
1", v 44 18 26

*p <0.05, **p<0.01.
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