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Abstract

Intestinal flora is a kind of trillions of microorganisms in human digestive system, whose forma-
tion and proliferation are affected by many factors. In recent years, with the development of me-
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tagenomics research, the understanding of intestinal flora and its potential role has been increa-
singly deepened. A large number of studies have shown that intestinal flora has a very important
role to human body health, but when the intestinal flora disturbance can change the intestinal
permeability, digestion and metabolism and the immune response, leading to many diseases, this
paper expounds the factors that influence the intestinal flora and intestinal flora disturbance is
discussed and the relationship between the human health and disease.
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