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Abstract

Objective: To investigate the correlation between imprinted gene H19 single nucleotide polymor-
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phism (SNP) and the occurrence of unexplained recurrent spontaneous abortion (URSA). Methods:
Chorionic villus tissues of 34 patients with unexplained recurrent spontaneous abortion and 42
patients with normal miscarriage in our hospital from January 2010 to March 2021 were random-
ly selected for the study, and the genomic DNA of the study subjects was extracted and SNP se-
quencing was analyzed. SNP sequencing was used to analyze the differences of H19 SNP loci be-
tween URSA group and control group, and to analyze the relationship between single nucleotide
polymorphism and disease. Results: The differences in genotype and allele distribution of H19
gene rs217727 locus between URSA group and control group were statistically significant (p <
0.05); the differences in genotype and allele distribution of H19 gene rs2107425 and rs3741219
locus were not statistically significant (p > 0.05). Conclusion: H19 gene rs217727 locus single nuc-
leotide polymorphism may be associated with URSA.
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1. 5

H SR (spontaneous abortion, SA)Je I PR WL 7 H i8Rk, B BRI IR M I8 B 18 1 20
B . B R MR (recurrent spontaneous abotion, RSA)E UL IR FIIIES: = (B =) L LR E %
wrE, HRAEFRZE LT, HES s 2 kA BRI 15%~20% [1]. SRR R RIEE 2 2%,
SRECH WWIIEAE IR . WM ER . SR 3R IR GRS S AR B 5 2 A, AT 2R BB
JRIAANBH - FRAS B J5 K] &2 K% P49t 7 (unexplained recurrent spontaneous abortion, URSA) [2] [3] [4] [5] [6].
URSA FIR R HLE 28 28, AR 2% (1 K J A0 250D\ 4 37 PR AT ER 2= 2 R ML 2 PR AT WL

HI19 R NFEFRKIMEHCER 2 —, QFEELMERERIE, 5RO B, FERH D
WEIGR . BBUESE, s V2 SR AR . A 7tiEd L URSA B E B HIIER
UEPRE M RBH L —F R HI9 A% H IR 2 AT 2 5, WM AR URSA A JwHLEE,
R PRIZ IR T 03T ) L%

2. AREFZE
2155 AKR

HEE 2020 4E 1 H~2021 4F 3 HEARBE 2K URSA B BT REIGIE B 17 N LR ARG S 34
B, [FIMIERAT N TR AR IE S BT gRE 42 BICHIRAL) . WERHMNbRE: © 3 WK 3K
PLEESRG 8, @ AR, @ 2 AL E BIBIESLE ARG OB, @ L BEEaEm: F
W MR FERME . BAE RGO OIS RGF . FUREEN . B &R a1 AR
SRR, TR ZY); ORI R T s ORI IR NIRRT A& A
B, AIEF R P s AESUA. OB THUA. JLOBEIEPUA. PIPUAZRE. ® RT3 AN H
KRBT RIEIRIT R . ©® BRI E IR . RIFXT YOI AT 5%, TSI & .
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@ FrHEBROEBEILH . MIREMAIRAE: O FERBORS M@ RE L, B L RN,
HEARZS. @ 20F 1 RS EIERE M. @ WARFEE B#EREIEK. @ THksERER, A
FEER 2 I EEYR

AW LA BAC B R R B I bE . Pk ot R ke K e A2 & R R E 1S
2.2. FRARERLE

IR EE T N TR R BN, RFATHEEF 4] DNA $2H 580 C VKA RAE o

DNA $#2HCRH: TIANNamp Genomic DNA Kit 5 [K2H DNA #2HGAAI &, WH RIBAEMEHEFR A
A, H3t'5 DP304, KA T LIFFFIEEES DNA FE LR FAEFIZEMR RSt . FEEERZH DNA, T
RAFW(dd Hy0), E-20°CUKFHRAT

2.3. EREB S

FIH Tagman FREF LA ¢ PCR 73 B S5 47 JE R H R (ABI A 7)) /0 #r IR FE K] SNP A7 s o PCR J 3 Al
FE R 2> BUAE 5 ' 78 B PCR A 58 i PCR RNAK £ o

2.4. GtFALE

KA SPSS19.0 BTG 00T, THEERER K05, Lhp <0.05 NERA SR L.
3. R
3.1. R EIRKERLIERR

URSA 21 5 IR BB AR RS . 228 Je BMI $ T B 2 7:(p > 0.05, £ 1),

Table 1. Basic clinical indexes of subjects

= 1. FiXFIRRERIEIR

URSA 41 Xof HR2H
FEAR 34 42
GRED) 312425 32.1+2.0
2 8.4+0.7 8.1+0.7
BMI (kg/m?) 232+24 244+25
VRIRIREEN € it 3.5+0.8 0
SEHTR 2 85+1.5 0

3.2. Hardy-Weinberg Z&# 18

URSA #H KA R HI9 B rs217727. rs2107425. rs3741219 7 S &5 5L Bon: % 2
Hardy-Weinberg P2, ZF LA E X(p > 0.05), UFBHBF 5 R BAGREARREM.

3.3. H19 EHA rs217727 fLEER ST

URSA 4 H19 3K 15217727 GG JEFAHRFE N 55.8%, =T HHEAL 26.2%, G 2547 FEHHHR A 74.6%,
[ T X R AL 50%, P4 AR S 2T FE AL, 2507 JE [ 0 A 1 i 22 7 B Giit 24 X(p < 0.05). HI9
BN 152107425 13741219 £ gl KA S A7 B DR 0 A 00 22 S C G ik 3 L (p > 0.05). W% 2.
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Table 2. Comparison of genotype and allele frequency of SNP locus of H/9 gene between the two groups
2. M H19 EE SNP L m B R B K FREFEBNRAMELER

URSA H pagiteEi:l

&3 B GT/AT L TR X PE
AA 3 (8.8) 11(26.2) 7.951 0.019
AG 12 (35.2) 20 (47.6)
HI9 Rs217727 GG 19 (55.9) 11(26.2)
18 (26.4) 42 (50) 8.708 0.003
G 50 (74.6) 42 (50
cc 14 (41.2) 15 (35.7) 1.491 0.475
CT 15 (44.1) 16 (38.1)
HI9 152107425 T 5(14.7) 11(26.2)
C 43 (63.2) 46 (54.8) 1112 0.292
T 25 (36.8) 38 (45.2)
AA 16 (47.1) 18 (42.9) 3221 0.200
AG 18 (52.9) 21 (50)
HI9 rs3741219 GG 0 3(7.1)
50 (73.5) 57 (67.9) 1911 0.167
18 (26.5) 27 (32.1)

4. Wig

Har, HFREVZHATHHHAN O A8, R R MR 1R B RSB LAT, SRiM, Hil
i¥4) 70 BR B P TOU0 2 R VR P O FE AR, DLRCR AR iR T I E L B R IR . R, B
E N FE RS2 —.

EHCEEREARERK KGR EEEEER . DA TR, B0 LR IR A= KR R & A
EEZERH. HAT, BHdHEELE B RR= PR 7 A E R C2 2 B . E BRI A /R 8 4% 2
PR, UK R SE R BT A e R IE . MR R S5 SR I, ENiC L R fE M ALY Ik s R B kg v
EEIEEER, BHERRRERES FBURIILKEAR, ™EE S FBUL™.

ECIE R H19 J& TR IR IS RNA, AL T ARGk 11pl15.5, ERBAEERES, FEAENKRE
A IR 2 RIR A rp ik, AR JE EERE T 0L BB, FUR. T 5. UNEMEA[T7]). BEERTE
LR HI9 IR T, Z 8RR IR i R A . R AR S 7 TH . WU 4585 # BRI S5 (910 T 45 S 48
$&/R LncRNA H19 BEERIA TR b R 0N S 1 R AR Sk e B YA G @i i = & [ 101 7L, K
W HI9 B Fm AR ik, @ H19 02 1 M S0 S 2500 4H P 1 U AR 22 RE T .

VFEWiRY, HI9 5K KEIRIAERK K EA K. Clealon MA %[ 1117E 2556 Hh i b IR if (1)
HI19 £, SEURRST:, HmA MG R E RS ST e S H19 AR50 . KT RO TH 2
fa R B SRR P AT ED RS, AR —J7 R R IR K &, B LA % T H19 I Fi ¢
R FREAT . BN 2B [ 1 2) R IR IR BE S IR T R 2 5um H19 WIEAK/K T, HI9 n@id femks 7 i &
IR AE KK E o Santi S5[ 13381 7047 18 TUEIRAF 7T, KIAE BEREW D H19 FEAFKF

DOI: 10.12677/acm.2022.122204 1410 I IR = =23t e


https://doi.org/10.12677/acm.2022.122204

ERZA

WA T IEE XTI, X R H19 nREAERS T R AETh i B A (0

AR, HI9 51 7Bkl 2 10, IR 205 R H19 BLRAE SRR IV E A A 2. Bai
Ruxia %[ 141385 2 Fhsc i & KB IR S RNA H19 38id 57 Bel-2. Bax A HE I A4k S8 b H ki 4
B RIEAE AU T, TITE SA h RFEREAEH . IS5 AL R R, LncRNA HI9 1E
RSA HEMEIA LT ERIE, S TR R ARG, MIPETES, NFE RSA KA. 4R
He [16)Z BT 4E AN 52 M, MA1& IIAE RSA BEHREBHL I, HI9 M ITGB3 (R IEL T, %
RS HI19 MRRIE 2 T BRI SZ A R gREE RR AR R N Z —.

RUESE R B ENIC IR R H19 AT REFERR AR AE KR B I RE AR 1 A €, AN TR R 2 Wl L
FH, 1s217727 GG 2RISR N 55.8%, = T IEA1(26.2%), G A RAIR N 74.6%, [FIFEE T X
H(50%), P NBF Iz s de AL, S0 B R A i 0L 22 m BAA Gt % 2 X(p < 0.05). HI9 F:[H
rs2107425. rs3741219 7 s AR, S8 AR DRI 70 A 1 D022 S B Gt 2 L(p > 0.05). W% 18 H19 B:H
rs217727 £ 55 SNP W] G5 AN B J5L (R ) B2 R MR = I AR AR o B AT, HT9 DR 1217727 A Rt 7 (1)
KB —ERRINE, HI9 % rs2107425 7 5. rs3741219 A7 S 5P KA HE B BAR S . S8t
ghit: HI19 BRI ERZ AT E7E URSA hRIEE EEEH.

HHTXT H19 5 URSA MGPERRIE 2 rh TAHOGPEM SR, X TIRIRES R SGE R A2, (HEE
WA, HI9 KIVERINLE N, Ko URSA 2K KA T 3R R [17]. 6 RZ2HET
SRR = 2 W0 TR RS W, ®OaT RN T RE AT R R A, H19 BRI SNP i fy n] %
FEH TR AN B 3 7= N, 6 T AEFE R R S i 3 AT AN AR YT o (BT TR AR B 8/b,  HIF R B
A EBAANLE], A JEE T NaasF7e, AT NRIR A

EEUH
IR A PR 25 PA R R R RITH
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