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Abstract

The intestinal flora consists of billions of gut bacteria with more than 150 times more genes
than the host genome. They are mainly Firmicutes, Bacteroidetes, Actinobacteria, Proteobacte-
ria, Ruminococci and Warts, among which Firmicutes and Bacteroidetes account for 90% of the
intestinal flora. The gut microbiota has greater genetic diversity than the host and is an important
factor in determining the variability in disease occurrence, progression, and treatment re-
sponse.
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