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Abstract

Objective: The aim of this study was to investigate the expression and prognostic significance of
the long non-coding RNA (LncRNA) CRNDE in Wilms tumor. Methods: First, we detect the expres-
sion level of CRNDE in Wilms tumor tissues by real-time quantitative reverse transcription poly-
merase chain reaction. Then determine correlation between CRNDE expression and clinicopatho-
logical parameters of patients with Wilms tumor by chi-square test. Finally, we use Kaplan-Meier
curve, log-rank test and Cox analysis to clarify the clinical significance of CRNDE in Wilms tumor.
Results: The expression of CRNDE was increased in patients with Wilms tumor, and the expression
level was related to the clinical stage, pathological type and lymph node metastasis. Meanwhile,
the overexpression of CRNDE can be used as an independent predictor of the prognosis of patients
with Wilms tumor. Conclusion: CRNDE is highly expressed in Wilms tumor tissues, and patients
with high CRNDE expression have poor prognosis, suggesting that CRNDE may be a potential prog-
nostic/therapeutic target for Wilms tumor patients. More studies are needed to explore the signi-
ficance of CRNDE in Wilms tumor.
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1. 5l

B BEAH IR SOPR B AR B Wilms 8, 2/ LA R R Gu i DL PE IR, VR T E IR0, 4
o5 LR S R JRE 1) 9006 AN BT A ) LR 1K) 7% [1] [2]. BB (R R TG Bl Ar B, ik b, (e = 4 72 0 i oRe
FaicH, eE B et S LE R A ar M@ R . R LR S I 2 S RHAYT AR R E IS WT B I A
HEAEE, (HLETRE A B 41412425 (unfavorable histology, UFH)IRT . & U2 T g i R e . XL
A e (%) S5 I AT SR TR I AR DK PR A, 350 20 v 7 S8 A J L B R A DR A T 19 2 B2 (R [3] [4]. H AR T
U RE 29 PR A5 3 Wi PR3 FE R TS R K A e P BE T i s 2 — (5], e A U AR i d s ie ot T
iR A PR TR 2 PR () PR A 43 WA X T 1 5 A R U e R 5 B PR R A B O

KA 45 RNA (long nocoding RNA, InNcRNAS) 2 #5K: KT 200 nt HLICER 1 4 il AL RNA
SEAS, TG T R R R BR R AT O (NS R R, ARG AE, AN fb, R RONRTTETY)
SEEAREH, B SR A R ORI B FEAL6] [7]. CRNDE J& il 4 5KH & B — R KBk E i iY
RNA, M 16 53 ta AR (16012.2) e sifiok, £E & SR NSt g B2 Rk [8]. & 50 40 (1 14 5
iAo, BARRS FHUEE B BHFFE I3 5[9] [10] [11]. IGFRHE 5 & B CRNDE AMY AT LAME —Fh
W AR EAD, 37 5 25 B (1 1k A5 35 AR AR AR 45 SRR O 1) T f T 8] - [4] . 2 B BEAH R
Wt S22 UESE CRNDE R ZH 2V AN i 2 Hh 22 57 i RIBIRAS , CRNDE ZRIE A X B vy (1) 8 Wk LD 45 5 %
ARG R, AHARSLEE & 3 CRNDE F] BEIE I 15 microRNA-424 Jinid fifgd (f 3 2 [3]. #Aifi, 55T CRNDE
TE B REAH IR K A K e v 4 A LA FH DL B JCTE VP A B B4 e 56558 9 77 T PR D R i R 1 38 78 7 1
g ARFFOR LS CRNDE X B RESH MR 535 TS B PPAil = O EE— DR AR B REAH MR 2B e

ik
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TR A AIE
2. F5k
2.1, IEPREEARFIST R EE

MBEPEE N R BB b FRAMEHE 2014 475 5 H % 2016 47 5 F [ISCIE 1 REA g 3 ok Y 64 1,
15 34 6 Bk, 30 B4t ERFEAERY 0.8~6.5 %, “FIERY(3.6 £0.8)% . TR W HUEF R 4 4UR 5541
UM ARV E A R R, AEAEAE-80C P HUEA] . BE ISR O B R 2 e i
BB @ BAEJCH AR 2 . XA 2] T pri s A REEFACE 2 51 & b G4 5 -
20140508), H5 (MEFERAMRM/RFIEET) T ERIFZAT, B B iidke i A# CIRE

G
2.2. SERISESEEE PCR #3 CRNDE BRI E

KH Trizol JEFEET A A IRTS 1 B RESH MR 2H 23R 55 AH 2 RNA, R A0 6 BT DA
RNA $RE 20 - 58 b5 A< 41 2378 3K A 260 nm/280 nm 4k W % 41 (OD 1), 1B OD {338 il 4 1.9~2.0
IRE b o 2 Ji e J R 2 SRR G R A U DR . RNA % 555 i cDNA,  BL cDNA it i#k4T RT-PCR Jx
Nio SSEE SR 2724 AR 5 i CRNDE (3%, JfLL CRNDE RIAR I TFIEC NG, mAmEEA
AMIRRIAZ . DA FSRIR3 B 3 IR it #2551 4225 : CRNDE 5-ATATTCAGCCGTGGTCTTTGA-3'
(IEF)F 5-TCTCGTGACAACTGAGGATT-3' (JxIfl); GAPDH 5-AGGTGGAGGTGTCGCTGTT-3" (_Lii#
519)A1 5'-CCGGGAAACTGTGGCGTGTG-3' (Fii#5147). GAPDH & K/ A& K] i Xt e

2.3. GitFAE

{1/ GraphPad Prism 8 F1 SPSS22.0 X} SL46 T {5 KR b AT Gi vt 70 i, vH 22088 LT 3940 + AR ZE(x £
)N oK H Student t K 50X B BEAH R 41 21 59 55 2H 217k CRNDE AP HEAT ELER, R I7RE5070 T ' BE4H
Ji0J% ¥ CRNDE RIAIH L5 IR s BRFE 2 B A SC &R, Herr iR 7 30 3 B4 B AR AR5 NWTS-5 43
ERGHATR G . AAEDHT KA Kaplan-Meier 75581 log-rank #36, N S AEA R EAGRER,
R BAR B Z AR Cox Hulfa i s At il RO BE AL B J2 CRNDE RIA /K5 B A AF I R K R . p
8 <0.05 #IANARA G2 L.

3. /R
3.1. CRNDE # ES4apaEA R it ERIA

I RT-qPCR X ¥ BR2H i J67 2 2R 55 TG IR 1= 2% 1) 1E 3 B 2H Z103E 4T CRNDE FRIERIA KA, 45
AR E BB SR, SR & B CRNDE 78 B REAN AR A 40 b (3604 B 2 v T I8 B 4L 4 (fi
JZ1Z1 CRNDE #ik: 258 +0.22, 357 IEH4141: 1.12+0.18, p<0.01), SR wE 1 s,

3.2. CRNDE FRi&KE5 & BH Al 8 & S TG A m IR iEFr M X 1

HR¥E CRNDE FRIEIME, K 64 B BRAHNIR & ¥ 20 Sy IRRABAL(3L Bil) Al A 4H.(33 i) X v AERY
M CRNDE 3K /KT~ (¥l AR BELAR AR b AT 20 M, &5 R 404 1 Frzn, CRNDE [FI3RIE/KT5 W BEAH SR IR A
oMl ORELN R RGBT RN, SEE. MR PRALE . RN AR T EEAT
WTr WIS AR R .
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Figure 1. Expression level of CRNDE in Wilms cytoplasm tumor and paracancer normal tissues
[ 1. CRNDE 7£'& S 41 B R 4R AR AN 55 IE B4R R Rk K F
Table 1. Correlation between CRNDE expression level and clinicopathologic indexes in patients with Wilms tumor
F 1. CRNDE RiA/KF5 'S MR B G A RIEIERAHEXIEE
s S _ CRNDE &Y b
k&L 2 (31) 1% 2(33)
G
3% 35 15 20 0.033 0.8561
>3 % 29 14 15
P
5 34 17 21 0.025 0.874
i 30 14 16
I R 53 39
I~13H 33 25 8 12.206 0.001
I~V 31 10 21
o B Y
TilfG R4 R H5 1 (FH) 27 19 8 8.995 0.003
5 A R ZH 2L 45 # (UFH) 37 12 25
ML
H 30 10 20 10.392 0.001
p 34 25 9
iR o B
Ze 31 13 18 0.277 0.599
A 33 16 17
ISP NAN
<5cm 42 20 22 0.027 0.869
>5 cm 22 10 12
REGBALIT ST
2 38 16 22 1.502 0.220
5 26 15 11
FH, )5 RAFIIZ1Z345H0; UFH, BUGR R I94L14644 .
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3.3. & CRNDE RIZR T~ SBHMEEETREIR

i 1 Kaplan-Meier 237 R BORAS 56 K Ak B A TAFF 70 ) ' BRSO 9% 58 3% ) CRNDE LB AR R 2
Bl FIAH R, 25 E7R: CRNDE /K755 M40l 8 1 B R AR 2 A (p=0.04, E2). ARG
B CRNDE Rk /K- Tt i 5 15 20 g b 5 B AR A A7 BB A7 AE B B A Ok

100-—E|:|_I
| I—
80- H_H—H
¥ 601
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H 40
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Figure 2. Comparison of survival time between patients with high
and low CRNDE expression
2. /5 CRNDE FRIAFE CRNDE ik B & 4 FRTEELES

34. NEMBEFENIGKRRELEEHITERRMS ARSI

R AR Bt — D PPl 045 CRNDE RIAZKFAE Y I PRI BEARFAETE B REAH AR 28 251 PR3 i h
TG =, SR ERIGR 7 (p = 0.036). JREE> R (p = 0.024). AHTALIT (p = 0.031)F1 CRNDE Fik
(p = 0.026)5 5 R4 R & A RIS A K (5 2). £ FRALI CRNDE f&3Ri5 /& 113 /2 B BE4H e i 3
PRSI RTUE R, ARIEIEIR A BB RETBUETT 1 CRNDE FIZRIATE AT 2 & & Cox [A]
IR AR, B 5 A CRNDE [ 1A 2 B BEAN AR 588 TG AN R BT R 2K .

Table 2. Univariate and multivariate analyses of clinicopathologic indicators in patients with Wilms tumor

=2 BEMEERESDIRAREBERNEERMSERI AR

S ——— LA e ZHES
HR (95% Cl) p HR (95% Cl) p

R (> vs. <B) 1.362 (0.771~2.421) 0.285
AT vs. %) 1.186 (0.513~2.076) 0.572

I PR 4131V vs. 1-11) 1.594 (1.063~3.046) 0.036 2.431 (1.455~4.768) 0.015

RS> A (FH vs.UH) 1.932 (1.086~3.384) 0.024 2.316 (1.218~4.335) 0.009
Jit98E K /INE5 vs. <5 JEK) 0.689 (0.395~1.542) 0.337
Ji g 7 2 (2N ws A ) 0.461 (0.125~1.580) 0.226
MELER(E vs.h) 0.708 (0.289~1.707) 0.485

RAGBALIT (2 vs. &) 1.604 (1.022~3.108) 0.031 2.650 (1.432~5.103) 0.013

CRNDE % ik (% vs.fiX) 1.891 (1.095~3.562) 0.026 2.520 (1.388~5.145) 0.016

HR, X&EE: Cl, BiZXIE.
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4. g

INCRNA & —FRREB BRI N E AT M RNA 707, BRI R ER L= PI[12] . B & T2 1)
RN ATRIL INCRNA BT ATE 2 AN KCE BT AR Rk, IZHARE] T IncRNA 7RI E - H5H.
IR R S E 2 5 R v R 4535 1) S B FH[13] [14]0 7E — S8l 45 U BURF 52 IncRNA 35 251 (1 1L
%, X HER INCRNA B4 AT LAE e 8 5 T8 E B2 Wi A UG AR bR 84 DL RCHT BTG T #E 5 [15] - 4K,
— 28 IncRNA 73T 7E 8 o R I AE A3 21 TR I B 72 [16] [17]. Inc-CRNDE S #14% & ILAE 45 B s
Rt maRIE, E g B 0 )5 2k R 7E R R W0E [18] [19]. FR T 45 B s, EaFEEE, Bk,
R AP, P, ME S 46 Hofth 22 i o, CRNDE I #iiE SEid B 234[20]. b4k, CRNDE &%
KB SRERE IR R BEFE AN DG, F%i5 CRNDE CUgiHeE R . FHm. S5E 7. B, B men
HIMA RIS R [21]. TEARRE A OSE R B REEMR H, O F SCHRIESE CRNDE 75 B RESH MR B3 R 3R
Wit B H & TEAKCE Sk A5 H# A5, (B35 T CRNDE 785 BEH IR h R AE R TS & SUIEAE . R,
AT CRNDE £ 15 BE4H M8 Hh A HE I R PiUIS B SCHEAT T 5078 2R NI 7

FATHIAE FEUE S, CRNDE 75 REAH AR H 7 0 =i 3208, A2 iR R 2 W 8 fEbr &4 . 731 CRNDE
HIZRIE KT 5 B33 2 TG AR B R bR 2 M HI 9 R, B REAN AR IR R 30 . R EE 2. 5 ek 4%
#: %5 CRNDE [RIEAKFE UMD F#s MRl g K/ Mo &, ARure &7 ikIT5 CRNDE
MCE IR IO R . BRI TN, B R ILE IR A S 3K IA ) InCRNA 70 AR 5 el & A2 K
JEIEFEAT O, ELA 0 ek R A K B P [22] . 5N R BELL SRR ) B BRI AR . CRNDE IR
B ER R, FEA RAZ4581) CRNDE RIA/K V5 5, 0 LN CRNDE & '& RESH IR + R 4%
TR IR R AR . aT AT, A RFFLUESE T CRNDE AT LU i 7 micro RNA /55 &
S IR I R AR R, (R BRI 3 FHLIE & A 56 4 B, CRNDE A A=) DRt & 5 s 1 '8 REZH
198 P 5 A A TG R T o i — DR 1 BRI MR R 2 I 1915 5 CRNDE Z R Bk &, Sttt 25 5 /s CRNDE
=I5 B TR AR N A G, FIRZR 2 DK 3 40 T 26 B i R0 1) CRNDE 7K1 5 &l R 43 3
TUGA R RIS RATRA AT U T &2 S m TS M fE R R 2 . w] DU A 1 B4 IR T
S FAE A7 BB ST T ) 22 ¥ CRNDE 73778 R FE AE FAE S FRA 13— 20 IR &

Zx L Fri&, CRNDE 1& 5 BF4H iR 4 23 s ik HRIA/KF 5 IR 3E R AHOC; CRNDE it 1A 1] e
e FEE B R E A RIS IR . BT LLA Y, CRNDE 7E 56 3% 15 BE4H MR 1f172 Wi F1v6 7 77 T e
W R EBRIER, FEMAT T — P AT IR

FEE e
FFF A V2 40 75 B A R 25
BE Tk
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