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Abstract

Type 2 diabetes (T2DM) is one of the most common metabolic diseases in the world, and its inci-
dence rate and prevalence are still rising. Studies have found that there is a close relationship be-
tween intestinal microbiota disorder and metabolic syndrome. The change of intestinal microbi-
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ota composition is closely related to the occurrence and progress of type 2 diabetes and its com-
plications. The intestinal microbiota can improve insulin resistance by reducing glucose toler-
ance. In this review, we discussed the progress of intestinal microbiota disorder and type 2 di-
abetes, and the changes of major vascular complications (coronary artery disease) and microvas-
cular complications (kidney disease, retinopathy and neuropathy) of diabetes, and explored new
treatment strategies for type 2 diabetes and its complications through intestinal microbiota and
probiotics.
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