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Abstract

Gastric cancer directly affects human quality of life worldwide, and some members of the carci-
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noembryonic antigen-associated cell adhesion molecule (CEACAM) subfamily are not regulated in
tumors. Little is known about the function of CEACAMS in gastric cancer. In order to solve this prob-
lem, this study used UALCAN, Kaplan-Meier Plotter and metascape databases to study the role of
CEACAMS in the prognosis of gastric cancer. It was found that the overexpression of CEACAMS8 was
significantly correlated with the clinical tumor stage and pathological tumor grade of gastric cancer
patients. In addition, high expression of CEACAM8 mRNA was significantly associated with shorter
overall survival (0S) in patients with gastric cancer. Overall, CEACAM8 may be a prognostic bi-
omarker for survival in patients with gastric cancer.
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PRI P BRI 257 7341, CEACAM FE R S A& e BR R B IR (1— 304y, T4 RPN IERE: CEA 41
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FvG o, AHE = 4EH U I ARSI AR R AR T R AR R DL e R RE M
PR BT . BN CEACAM 3244 tH— AN S 3R 8 1 AR S5 M 30 XS ZE i, B )5 2 2 1A NN S e 3k
R AE E 45 My RE 45 4 [4] [5]. CEACAMS /& CEACAM WS IR 52, J& T IR TR (CEA) 2 [ K ik
sz b, CEACAM JE S5 i 7 B4 R ILAE B8 AN 52 42 [6] . CEA Al CEACAM WEZ % % it CEACAM
6 I /EEE & EiA[7], CEACAMS fEE/ Nt fifides v H i 3RIA5[8]. AW 5T IA A CEACAMS 5 iR
RAEMERE . Kk, CEACAMS 1F B H 3 E & SUERIRNETT

2. MM ERZE
2.1. UALCAN
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Figure 1. Expression of CEACAMS in gastric cancer
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Figure 2. Relationship between CEACAMS expression and clinicopathological parameters in patients with gastric cancer
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Figure 3. Prognostic value of CEACAMS8 mRNA expression
in patients with gastric cancer
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Figure 4. CEACAMS8 mutation and biological processes
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Figure 5. CEACAMS8 mutation and molecular function
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