Advances in Clinical Medicine IfiRE 23 &, 2025, 15(4), 2470-2475 Hans X0
Published Online April 2025 in Hans. https://www.hanspub.org/journal/acm
https://doi.org/10.12677/acm.2025.1541202

ENENRESERENR: XKRESIEK
B

BT, WKIR, BERE, RIH, RFHET
VRSSCER AR B, T %

SRR N R S — R R, AT NREESE S R, HTHL 49%

ks HiA: 202543 H22H; FHHEM: 20254F4H15H; KA HM: 2025%F4H22H

H E

FERAEMSER SB B IPR KRR EY], THRLRNBEIIRERENT 8E . A308 THEMEY
BB AR T RERAL S IELENT BE IR R, BRENERENT L. RERN. SARKK. EFRR
DEHTHIW. FE, WAHATETREMEY UE BELENT 85 TUS K7L R .

XKiEid
FolEWEY, BRGENT, BB, SRR, EFRES

Gut Microbiota Imbalance and Peritoneal
Dialysis: Exploration of the Association and
Clinical Implications

Jianing Xu?, Shuijuan Shenz, Yanru Yang?, Shaorui Wul, Xiujuan Wu?*

1School of Medicine, Shaoxing University, Shaoxing Zhejiang
2Department of Nephrology, Shaoxing People’s Hospital, The First Affiliated Hospital of Shaoxing University,
Shaoxing Zhejiang

Received: Mar. 22", 2025; accepted: Apr. 15%, 2025; published: Apr. 22", 2025

Abstract
Alterations in gut microbiota are closely related to chronic kidney disease, especially in patients
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with end-stage renal disease undergoing peritoneal dialysis. This article explores the relationship
between the composition and functional changes of gut microbial communities and patients under-
going peritoneal dialysis, including their impact on peritoneal dialysis-associated peritonitis, in-
flammatory responses, technical failure, nutritional status, and other aspects. Additionally, it intro-
duces potential strategies for modulating gut microbiota to improve the prognosis of peritoneal di-
alysis patients.
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