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Abstract

Objective: To explore the relationship between chromosome polymorphism and reproductive ab-
normalities. Methods: Peripheral venous blood of patients was collected for lymphocyte culture,

SHREE .

NESIH: B, B, FEE, SRk, SSEI. EMIX 10,664 BIAZEAE BE G ORZSMESITD]. WRE
2R RE, 2025, 15(7): 474-479. DOI: 10.12677/acm.2025.1572012


https://www.hanspub.org/journal/acm
https://doi.org/10.12677/acm.2025.1572012
https://doi.org/10.12677/acm.2025.1572012

Az 4%

and G-banding staining was performed for karyotype analysis. Results: A total of 1170 cases of chro-
mosomal polymorphism variations were detected, with a detection rate of 10.97%. Among them,
the number of accessory constrictions on chromosome 1 increased by 661 cases, that on chromo-
some 9 increased by 96 cases, and that on chromosome 16 increased by 33 cases; There were 285
cases of chromosomal abnormalities in the autosomal regions of the D/G group; There were 18
cases of chromosomal centromere abnormalities in the D/G group; There were 31 cases of abnor-
malities in the large Y chromosome and the small Y chromosome; There were 46 cases of multiple
polymorphisms. Conclusion: The detection rate of chromosomal polymorphism is relatively high in
infertile patients, indicating that chromosomal polymorphism not only has clinical effects but is also
significantly associated with reproductive abnormalities such as repeated miscarriages, embryo ar-
rest, adverse pregnancy and childbirth, and infertility.
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et ik 2 2 E(Chromosome polymorphism)tHFR 251, R FBAN [FAMA 2 18] e th R 45 K F e A 1) o5
58 B AR R T (R AR ER R AN B TR 1, 9, 16 Y ERRIAYRIG M. D/G 4k ph A X
AR (AR B AR DX KB, XUBEAR) . PAR Y e i AR S Qe il (XK FE AR e 55 o ARG 0N,
JZAFAE T IEW AR B ORI e, RN R G AR S5 M A SO B 1) 22 57, — RO o
TEPE, XTI R G A 2 AT RR AN, BIEEALR(1]. ISR 745 hH
P fE R R FEARATMELER, JEEENEEESNEE, mEZFED, =H Sk 2 fiik
RIEA, RGBT, B EHEN RSB TUR AR (2] W B AT A0 i e Atz Y
GyHT, AT LASHENS W B R AOR R R, AT B gh A7k — B a7 TRl 3 B E Ik, DAt m B
MIAEAE 3], ASSCH 2015 4E 1 H~2016 4 9 AR AEF 0 BRFO LK AR TIZHH2 10 10,664 11
ARG BE AT HNE A g i 2, R Rk 2 B S5 EE R 2 BAFER R R,

2. MRE5H*®
2.1. FARIR

EFE 2015 55 1 H~2016 4 9 A 2 AR PR 2= F 0 BEHEZH00 AR T2 8211 10,664
BIANZEAE BEENT NG, 2R EAEANZAE (A E 2 AR R a2 58 ). AR R R IR
JGETAARAET BT, S5 18~50 2, Hh B¢ 5402 #, otk 5262 4.
2.2, FEEZR ST

FETCHE AN AT RN PUsE e R 5 B AN E Fp kL 5 mL CR AT 75 15 Pt R E D — ), BR% 0.5
mL Tk i3 dh, i 37°CREFRM, B59% 68~72h Ja, M 10 pg/mL, FK/KALZ 100 pL, gks:8s
F& 40~60 min, HEATE MG ORPR AR, G &A, LENM C . BHEDIHE 20 NP ISR, o
Br 5 AMZRY, 25K, BUH &Y KR 50~100 M40, RN 24

DOI: 10.12677/acm.2025.1572012 475 I A [ 2 3k


https://doi.org/10.12677/acm.2025.1572012
http://creativecommons.org/licenses/by/4.0/

3. 58

10,664 FIRNZAE B Lk etk 2 5025 1170 61, KRN 10.97% (1170/10,664). HF 15
YL ARRI BRI 661 B, #HE N 6.20% (661/10,664), 55 HAZR LB 56.50% (661/1170); 9 54
EARE G396 1, K F N 0.90% (96/10,664), 557 T LLH K] 8.21% (96/1170); 16 5 Ytk El
GRIRHEIN 33 4], KIHIZEA 0.31% (33/10,664), 5 LB LU 2.82% (33/1170); D/G 2H 4tk BE A X
285 B, K HIEEON 2.67% (285/10,664), i IZ Y LU 1) 24.36% (285/1170); D/G B ik 22k
SEE 18, KIHHEN 0.17% (18/10,664), 5 AZM LGN 1.54% (18/1170); K'Y Jetafhf/N Y Gethy
i 31401, KR 0.29% (31/10,664), i mEAZ ML LLEIN 2.65% (31/1170); ZELA 46 ], Kath
K 0.43% (46/10,664), 77 A% AL LI 3.93% (46/1170), W& 1.

Table 1. The detection rate of various chromosomal polymorphism abnormalities and their proportion of abnormal karyotypes

# 1. BEEREFITUFEREERSFEREREES)

et 1% K (%) o A% B (%)

1 SRt AR R 4RI n 661 6.20 56.50

9 S YRR LR N 96 0.90 8.21

16 5 L0 A R 2 R 35 0 33 0.31 2.82

D/G H G AR BE AR X 57 H 285 2.67 24.36

D/G H gLt L2 b 5 H 18 0.17 1.54

RY Gefhf/N Y Getifk 31 0.29 2.65
ZELELE 46 0.43 3.93
ait 1170 10.97 100

4. Tig

ettt — e il T Je K B s M) S T 3 B0 B AR JEiEMRa (5, Hoxk MR B B
R REH EEC . SRS AR IO R B ORI — 5 T AT RE AR A 2 I G
ORISR A 2270 R % RER SRR O R DU SUREE B EHRERE,; 5 —Jr iR e TR IER
(RHEIL S R A e 3 (oA A1 L G (R A2 i Y iy, 3R 1T 7 3 I PRI e AN A AR A0 o 1) 2
FBZ—

— ok At AR AR A SRR B, 2ERY 15%~20% 0 & i KIAMIE A2 A E & BRIk
PefE B EET . ANEANFEZE MNP EZERBEAEOE, EEAMEIARER R B
= CLEIAER . MR R SO A R KA, B R, A% R O A B SR ) S R ORRE S R
IMEAL . IR B IR RA R IR i E 2R, RFEXUTT G O 7 7 0 S8 R
ORI RN JeO AR B EE, HRHE S FENUAVFZ EW IR, MR R OmmNE A
Mo TR EBRI R E, RIG O R 5T . K8 WSS, QR 2 f R 4H
JE P PR G C (AR AN S5 A ARA T 51 A B0 — R AN I R AR (4] (5] I Qe ta Rz R 0 #r, AT DURRAE et
ARG R RIE 1R 57 15 DU AP T A W 15 B SR R et M Py Bk O . E A {30 B 25 S RS PO I8 A% 9 [ 6]
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BRI RS, — BN Y AR R RN 0.47%, A R 55 Ytk 5 5RN 4.9%
(7], fERGILETE . W= AEAE BT REART, Jetoffhm it —A EEME MK R 8],
AL 2015 4E 1 F~2016 4E 9 H FIFREEFLIS T 10,664 BIAZARE B 34T 408 MG AR 2, JER H g
AL SR 1170 B, FKHZF 10.97%. FEMMX M E Y 0k 2 50 2w R ST EER. =
AL AP ) i 1 XA ML e A 22 25 R 3R 4.35% [9]. CAWIFC[1018F-AG 7 i B B etk 2 1R F
BABARE . RPRERRERFZ KR, 88K LR 2 2 AR 5 RARE . R
JE R RS FAFAEGTE R . AR TR MM R R 2 BB R R ZRICNAZBAE, X WIRRIEI R
f ) b B E A Y R 2 A1

Jetafh 2 SRR R AN, BHIE 1, 9, 16 SYEMARISHRIIIN. D/G HYL ERFEA X 2 7 (EE 4
FEBAAR XSG KB . AL DR Y Qe KR R e iR XK AR 5 55 . A\ IR 7 g T g
ARSI IEE 275, Ao gl ARHR A, (B H AL 08 52000 25 7 AN —; AR L7
[ 8 G o AR EL R PRI, T e A 5 8 07 e AR i ) 5 4 i i e E A b — X B H BB B
5, — kUL, BIRL BobkaE, MIERFIE SRR, TERIE R T AT Re e, S ECHRH I
FARE IR R G Ll s, BBUNISEAZEAE . HEWEEK . SRR LRREES. AR
BAEERFHEF,15.95.16 S YEMRRAIRHINIE 790 41, £ H 2N 7.41%, & 75 B GEIH) 67.53%.
AEEWN 9 5P EME REA R B A IR E S BAREIN R A X B KR, IR R A 2 s )
29 FYtAk pliql3 5L pliql2, —MIAKNRIET ZAMEIN, TIRKE G HEHABWR S G E T
SRR, ATRENTAE BB AN R .

Pt RENGHIRAT T Y ORI G5 e i X, EBESA = EHE M DNA, REHE X 135 200 - 3k
RN 2 gL 5 7105, R RZsh RIS B S A T e Samt, 03 sk
S SEURBS R PO R T H, TSR — RINGARERL, s LB ABRE . AAARE . W Lk
BEE% . N TKT EE, SRR OF TS DNA E8R “drmiL” WmEEERY, AEH SRR
B, B, Jd 6 ATEFE IR G e i T F B4R, B eieimt:, HAR A B B3R Y R A
B R N [12]e (EITERITF AR, e )i B3 LR T RE 7 IS5 SO B IMER, =gt n] LLinss
FERIIX, IR Lhifae i, RGO AR GG AR S ET LA . Gtk B4R 2 5 K
AW, St R B N R D AT 3 A AR e AR TR K, R RE RS A R ST T SRR A, B
AT F AR ZAE ML T S ECA A F[13].

D YR (13, 14, 15)F1 G YL thfA(21 . 22) 2 s 2o b etk HAa e, R i A B A
B R B S Y R R, S R E R DNA P81, S et 5 R385 in sl ose > 1T 6 7= A AN P e 1 1
MR EHTWABANE o F LR T TR RS0 0 Y AR TE R 2253 ZERNR 3 53 24 b m] 35 56 b oy T 3
T, Btk E S 2RAHAR, AR @GR /N LS OSURE 4S5 ) BT RE 3G NI ity 35 22 0L G E A AN 7 25 1) XL
B, FEURNESOAREO R E, #5> Dy G ALY 0 A 8 B R 3K s R AR o] 51— L3R 10 3 4RI
FERIARARZET [14] A D/G 4H(13+ 14+ 15, 21, 22 Sy aii) Je O iR BaAA X 12 35 220 575 3% 303 1], 6
HEN 2.84%, R HEAZRLLGIR 25.90%. EERIONIE . BIRES RS,

Y Gt i) 2 A AR S R BRI K e g i X IR BN . R Y QiR Y > 18 Skt
e, O T Y Qe R YR X nprE. A RIAA, K Y Qetfhh EE DNA ARt 504
SRR AR R, ARG RO IR U T RIGR M 4k, 3 RRORE T A RS B RS T A2 RE . TS
AR HEAE[15]. TP 16]HRER Y LB rE AR IR AR N 13.81%, IR Y Jetatk:
BSECRE TS/, SR TRMAES, MSRME LR DNY s Y <21 SY gk, HrrdnhE
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T Y Rtk R Qe i R E R K DNA ZRTEL MABTRAIR Y Jeto)ii He) il e 5 5 ik s
HIEERNDIRERAE T /DY BeCuiATTREMENAE > R E R R, SBORE TRIERIG & Tor 180 398 71
5, REGEZITA RIEIREE A4 AR R Y R MUN Y Qetafh s 31 41, K3 0.29%,
B 2.65%, EERIUVE TIERGE. DI T TR TRES.

ZHEERIR N EMPEAE MU L2 SRR AChZEEZE 46 4], KK 043%, &
SIS 3.93%, BOAPIRZ SR RN AR, Hd 1 SR ORRISHRIE N & I A 2 S 1A R
3241, Pk bl derm . ASCTIR M2 AR RN TRk R g i X, S m AR DNA F51,
StAL LT AN Bk AT RE P AEAT BRSBTS BORE AT AT, B EZ SRR EPTR
ZAMAR R, AT R 2SR IER A R R

LR LR, RO SMEARAT BER R, W R OKZ SEAEA KRN H 54
TS LA G o AL, GOt 20 A MR AR S A 0 AR 30 A v o IS 51 AR I DA 122 0T 1 v B AL, 0 e L™
Mgt EEEETEIG L. DL MR B A2 ok 3 AU TR R . D IgRE T R, B
LRARRAE SR, NAABGETINE AR E ., §EE AR Z M, X sk kA
TR, W EE ORI 4 2 R A I BOR B0 e AR TR 5 AT BOR BEAT 2 W, AT fn G ¢4
PRI R [17], X B A H AR (2 04 B B AL A% R 23 Hr mT U Bl i PR 20 W J6 2 0™ LR
A2 W, AT R R — RUEARSE AL A S BN 4R T 18], FEARBREE LA A, SR B A L & (9 H 1,
Uol D X BE R At o A . RO R PR PR A e E 5 LRSS R 0 R NS I R S B A R Qe ik v, SR
RIL—SERREVE G AR o T AN G G R R o M S R, RTINS D AL, B DR AL
Fr SR AL (AR 8 1) 7 e AR 2 W] D B SR PR IO BE R T S A% 30

B A
AT S o N DR AR 2 960 DR A0 55 T — DY B A 2 B S (o i 5 B PR (20251 101 5).
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