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Abstract

Objective: To investigate the distribution characteristics of peripheral blood lymphocyte subsets
and their correlation with Epstein-Barr virus DNA (EB-DNA) load in children with infectious
mononucleosis (IM). Methods: A total of 45 children with IM who were treated in the Second
Affiliated Hospital of Anhui Medical University were enrolled. According to the EB-DNA load, they
were divided into the low viral load group (<105 copies/mL, n = 22) and the high viral load group
(2105 copies/mL, n = 23). The distribution of peripheral blood lymphocyte subset percentages and
their correlation with EB-DNA load were analyzed. Receiver operating characteristic (ROC) curves
were used to evaluate the predictive value of peripheral blood lymphocyte subsets for disease
outcome. Results: Compared with the low viral load group, the high viral load group showed
significantly increased frequencies of CD3* T cells and CD8* T cells (P < 0.01, P < 0.001); significantly
decreased frequencies of CD4* T cells, CD19+ B cells, and regulatory T cells (Treg), as well as a
significantly reduced CD4+/CD8* ratio (P < 0.01, P < 0.05, P < 0.05, P < 0.01); while no significant
difference was observed in the frequency of CD3-CD16*CD56* natural Killer (NK) cells (P > 0.05).
Pearson correlation analysis revealed that the frequencies of CD3* T cells and CD8* T cells were
positively correlated with EB-DNA load (P < 0.001, P < 0.001); the frequencies of CD4* T cells, CD19+*
B cells, and Treg cells, as well as the CD4+/CD8* ratio, were negatively correlated with EB-DNA load
(P<0.001,P<0.001,P<0.01,P <0.001). ROC curve analysis indicated that the frequencies of CD3*
T cells, CD4* T cells, CD8* T cells, and Treg cells, as well as the CD4+/CD8* ratio, all had good value
in predicting disease outcome.Conclusion: In children with IM, the frequencies of peripheral blood
CD3+ T cells and CD8* T cells are positively correlated with EB-DNA load; the frequencies of CD4+ T
cells, CD19+ B cells, and Treg cells, as well as the CD4+*/CD8* ratio, are negatively correlated with EB-
DNA load, which have good clinical significance for predicting disease outcome.
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A% Yu bk A% 2 4 22 JiF (Infectious mononucleosis, IM)&— 1 H BRYE . LR W) S0P GLE5%R, K
ZHUE)LTUE RUF, HEESEILSA 2SR R MR KA, #—D50 k% Bk DL 2% G AE
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Ji A BB 8 83 B Gl o R AR AE ) LEE R, oK. Wi R AEIR B E AR MG, TR Ae S A Gk B A
WZIEMIRIREEEIEA K, XM EARE R R WA WREEE M KRAE, 2R B E ARG E
HREE ST AR IR, R T kR S R RIS R G SR [3]. A A SR SE Ik E AT A R R A R R A
S5 Y5 S RHIE S EBV B GUAH SRS (1 R A2 K J RORyT TG AHOC[4]-[7]. BRIk, ABFFE 0 E R B stz 1
45 {5 IM LIS I EB 5 75 480 Rk T 40 VA 23 A Rp AR A HAH DG R R AT T [ 4, B FEER
IM F8 LM & bk L0 BT AR AE, S 5 BB i B %0 & IR AH S 20 B R0 5 903 2 A ) Pt A
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e E A% G PR T O 186 22 R LAME IIL EDTA BUtii, SRIJG 7 EPEiEIE ST 8~10 ¥k, FIF-4ME i
EB J7% 8 DNA Rk B 41 B 7 2 AR A6
2.3. AMAE

2.3.1. FE AR B AL B

[F] 15 ml B0 H 0 2 ml RS H0 2> B, FEI0 3 ml HiktL, 800 g BS540 20 min, WL IE A1) 55
WP — 2, INE E IR 522 M (PBS), 350 ¢ 20 Smin, 72 BiEWELIIEYTE, &&E PBS HE
) 2% bk A AR 17 433 R UK EL 0 R I N A LB AR B B 15~20 min,  BE¥E G I i 40 B AR
I ARSI 797 b 4 MR AR UE A R AT o AR WU AT 5 AT 7 e A R E i AT T
2.3.2. SMEMPIZLME EB 755 DNA &

EB Jiii #F DNA A7) &6 5 25 M K B A PR A BR 23 =1, A5 75 1 SE i) 9 58 & 5 A Wi B S
HH S ¢ % 8 B PCR {X(ABI QuantStudioS)¥ 38585, #AFE™#4% i SOP SC#FiE4T, EB Jii# DNA Al
BB : 1.0E+3~1.0E+8 copies/mL.
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KM SPSS 27.0 Bt oA it LA BARMEZ AT IS0, IR A7 R A ¢ A St AT LE
B, TRHA] Mann-Whitney U K:%6 . Pearson A7 Hritk R NI ME RSN S EB 5 #5380 HAH M,
K ROC 2R PP AL bk AR I X IML R L e VA B T A B P < 0.05 B N ZE R R gt 20 3
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Figure 1. Distribution characteristics of lymphocyte subset frequencies in children with IM
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Figure 2. Correlation analysis between EBV-DNA load and lymphocyte subset frequencies
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Figure 3. ROC curves of T lymphocyte subsets for predicting disease outcomes in children with IM
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Table 1. Area under the ROC curve of T lymphocyte subsets for predicting disease outcomes in children with IM

= 1. T HE I IM B)LEREEIR ROC HZk TER

KT b AUC 95% CI P
CD3* T 41t 0.7406 0.5809~0.9003 0.0093
CD4* T 4 0.7669 0.6149~0.9189 0.0039
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CD8* T 4l 0.7870 0.6384~0.9355 0.0019

CD4*/CDS LEAH. 0.7469 0.5875~0.9063 0.0076
CD4*CD25"CD127°%/CD4* Treg 4} 0.6692 0.4987~0.8396 0.0675
g SRl 0.9348 0.8530~1.0000 <0.001
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