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Abstract

Objective: To evaluate the consistency between the positivity rate and clinical diagnosis of meta-
genomic next-generation sequencing (mNGS) and routine microbiological testing in bronchoalveolar
lavage fluid of patients with lower respiratory tract infections. Methods: The research subjects are 92
patients with lower respiratory tract infections treated in our hospital. All patients underwent mNGS
testing in bronchoalveolar lavage fluid and routine microbiological testing. By analyzing the detection
results of mNGS and conventional methods, compare the positivity rate and consistency of detection
results of different detection methods. Results: mNGS identified pathogens in 85 samples, while con-
ventional microbiological testing detected pathogens in 54 samples. The overall positivity rate of
mNGS was significantly higher than that of conventional microbiological testing (92.4% vs. 58.7%, P
< 0.001). The positive and negative agreement rates of mNGS were significantly higher than those of
conventional microbiological testing (95.3% vs. 53.7%, P < 0.001; 85.7% vs. 7.9%, P < 0.001). Conclu-
sion: The application of mNGS technology in bronchoalveolar lavage fluid significantly improves the
detection rate of pathogens in patients with respiratory infections, providing a rapid and comprehen-
sive pathogen detection method for clinical practice.
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Table 1. Comparison of diagnostic performance between mNGS and conventional microbial testing
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