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Abstract

The aim of this study was to explore the impact of changes in the intestinal microbiota structure
on the efficacy of immune checkpoint inhibitors in patients with lung cancer. Fecal samples were
collected from patients with non-small cell lung cancer (NSCLC) and healthy volunteers, and the
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composition of the intestinal microbiota was analyzed using high-throughput sequencing technol-
ogy. The results showed that the diversity of the intestinal microbiota in the immune checkpoint
inhibitor treatment group was significantly reduced before treatment and recovered after treat-
ment, and was positively correlated with the efficacy. An increase in the abundance of specific ben-
eficial bacteria was associated with improved efficacy, while an increase in the abundance of poten-
tial pathogenic bacteria was associated with poor efficacy and increased toxic and side effects. The
conclusion indicates that changes in the intestinal microbiota structure are an important factor af-
fecting the efficacy of immune checkpoint inhibitors.
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T, JFEASEE MRS RIE . SRAERT, 5 A J0 R 38 R AR S AR JE 3 B S 3 A AR, IR B E F-80°C
VKA RAE, DALY DNA FRMRFIBEREZ AR L. HC AN — X MR BT REA, JERIREE T-80°C
VKR RAE[3]o BT REAR F VELIC S RSB 18] . BE 5 B k4 . VR SERE . 9% D5 25 Al s 22
FRAE,  DUE 5 822 W R -

1.2. 773

1.2.1. DNA 2H
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PL 12,000 rpm &0 10 405 /NGO FIER BT EOE T, BRI DTE. W] EIE R OIS
A/ Qe DIRE W, RIZIIRGZ RS, BHIXLL 12,000 rpm 250 10 5086 BEE, DNA A+
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