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WRZE; #Ttime-dependent ROCHTIPAEA R I H 5 MK TR BE . 4558 : 5IPSS-RAFLL, IPSS-MX}
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r=0.74). BEKBHEROCH L RN, IPSS-M7E40H B AUCE T (0.954), i TIPSS-R (0.782) XIPSS
(0.729). &it: AHFALRIRIPSS-MFEH EMDSEH P RAEL RAGEA ER NG AR, %8
FAFABRREZER, RRMT/RER, S0, BTBEMERFBE— SR,

XK i#in)
B EE A B A4F, IPSS-M, IPSS-R, TEiF4, AT

Prognostic Assessment of MDS Based on the
Genetic Background of Chinese Patients:

A Comparison of the IPSS-M versus IPSS
and IPSS-R Systems

Mengqing Sun’, Mingzhen Yang*

(-
IS

CED A VR, 2. HETh E B 5 MDS TS P IPSS-M 5 IPSS/IPSS-R 1A 2 I LL A ], R IE 2
k&, 2025, 15(11): 1553-1563. DOI: 10.12677/acm.2025.15113255


https://www.hanspub.org/journal/acm
https://doi.org/10.12677/acm.2025.15113255
https://doi.org/10.12677/acm.2025.15113255
https://www.hanspub.org/

WG, MmHE

Department of Hematology, The First Affiliated Hospital of Anhui Medical University, Hefei Anhui

Received: October 14, 2025; accepted: November 8, 2025; published: November 17, 2025

Abstract

Objective: To compare the prognostic performance of the Molecular International Prognostic Scor-
ing System (IPSS-M), the Revised International Prognostic Scoring System (IPSS-R), and the original
International Prognostic Scoring System (IPSS) in Chinese patients with myelodysplastic syndromes
(MDS), and to assess their applicability within the context of the Chinese genetic background. Meth-
ods: We retrospectively analyzed clinical and follow-up data of 82 patients with newly diagnosed
MDS at the First Affiliated Hospital of Anhui Medical University between January 2018 and Decem-
ber 2024. All patients underwent conventional cytogenetic karyotyping and next-generation se-
quencing. Risk stratification was performed according to IPSS, IPSS-R, and IPSS-M. The distribution
of risk categories and survival prediction performance across scoring systems were compared.
Kaplan-Meier survival curves were generated and compared using the log-rank test. Weighted and
unweighted median survival residuals were calculated to assess model prediction error. Time-de-
pendent receiver operating characteristic (ROC) analyses were conducted to evaluate predictive
accuracy at different time points. Results: Compared with IPSS-R, IPSS-M reclassified 42 patients
(52.4%). Kaplan-Meier analysis demonstrated statistically significant differences in overall sur-
vival across all three systems (P < 0.001). Weighted median survival residual analysis showed that
IPSS-M had a weighted median absolute residual of 4.9 months (95% CI: 3.2~6.8), significantly
lower than that of IPSS-R (16.1 months; 95% CI: 12.3~20.7; Wilcoxon V = 1540.5, P < 0.001, effect
size r = 0.74). Time-dependent ROC analysis revealed that IPSS-M achieved the highest AUC at 40
months (0.954), outperforming IPSS-R (0.782) and IPSS (0.729). Conclusion: In Chinese MDS pa-
tients, IPSS-M demonstrates superior prognostic accuracy compared with IPSS and IPSS-R. Given
potential genetic differences among populations, large-scale, multicenter, prospective studies are
warranted to further validate these findings.
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1. &=

B BB A S 42 51 (myelodysplastic syndromes, MDS) & — ZGEC YR T4 11 T/ 4H 20 it 0 5 i 2 2 1 ek
R, RICATCRGE ML AP M0 B gD K 1a) 2 8 & A L7 (acute myeloid leukemia, AMLYH & 1R o
I R G5 Jm 72 e 2, ARG B AL AR AE T IA 3~10 4, 17 /e XU JR B AN A2 2 (1] (2] RIS
PEAL T T 6T RIS )k B 2 S E B . [FH PR 1F & Si(International Prognostic Scoring System, IPSS) [3]
MIAZIT M(IPSS-R) [41KHILASRAE 32 N Tl AR KU 73 = o 2R, O AR R 2 BERE 1l IR 5 40 gt A%
AR, RN FIEAEHAEE, MELAFE R 7 B B B Ve S e FRHE PR . 2022 42 1 4
FEPBR S VP RGAPSS-MYES [ 31 MR A ) RASE B IR 2, ERRSE N B b R B AL
WUEHIAJI[5] [6]. %1 MDS fEA R AFEA] KL T RAFEZ (7] (8], BRI B 82 7] e A7 1E
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EHMWZE . ABFFEBEGN 2018~2024 4F T IR B 225 — MY B B B2 H 2L & 52 B2 m IR
SR AL 2 B — AR R Y MDS #3,  FLAZ IPSS. IPSS-R 5 IPSS-M 7 i [H BB st L 5 5t N WPl
PR RLRE

2. BAREHE

1) BFFER R 516

(] U S 2018 4F 1 H & 2024 47 12 H AE BRI 5 55 — Bt & = B U RH12 IE 475 & WHO 2016
FRUER) MDS . PIAbRHE: O VIZHA EBMIGR, s e L RNy EdE: @ BEUisike
B HEERARE: © A I ARG MR B @ BT O IE M T AR . TR 82 i H
#SEBAIL R VERE . ANBIs £5 2% K AR FP(NGS) B 1 3, s 24~95 ¥ . WFSt L3RRI E R K 2%
B I B 122 B I PR ATE e ST A B B3 2 L HE(PI2025-06-58), 184G (/R ¥ERES) RN .

2) IEIRBERE A Mg AL 22 5 ARl

I BT S HOE R SR R AR RS . M. WHO 205, BB JE A 40 L L 45 (BM blasts) . 40
THE(WBC). H PR 4R 4a 5T T S0(ANC). MATE (A (Hb) f/MR(PLT). 4HAEH L % f NGS JE K %A (5
o L% R G Bk IH ks ISCN 2016 v s RGuihdt o JERFE MK EE MDS & W94 JE K (U
TP53. ASXL1. RUNXI. SF3Bl. TET2 %).

3) W= 51097 Hg

] TPSS. IPSS-R }% IPSS-M [ 2% i1 5 %% (https:mds-risk-model.com) 73 7l i+ 5143 43 e XU 25 25 .
1BYT HiWg 2% IPSS/IPSS-R 43 J2 5Lt : ARS8 2 DL A SCRRIA YT (BSC)~ e vl 15 (LD R BE i« SRR BE
i) B S B MR T (WP IR 4E M BR B VPR B0 N 3 s e AR 2 1 AL 25 (HMA, dnBT LR
PG AhE) B2 . HMA BES1LIT . BSC A4, 4 132 H#(EPO. G-CSF. GM-CSF. TPO) ¢ 4k#
EVRIT . BIHLIE 5 % 75 mg/m?, FHE FAZ 7d, & 28d —J7FE; HpbfbiE: 20 mg/m?, &H—K,
HEH5d[9].

4) WHRA RS 2E i

FEL SO EEAAHA0S), E X A2 H ZIETICRINN ) BCR KB 17 (1 2%) . K F Mann-Whitney U
RO 90 LU % 2 AR B R 4H IF) 43 A 22 5 ;. Fisher FERAZIGEL 2 MG B BB BN M ZE R A7 LR H
Kaplan-Meier 23, 3 LA log-rank £5758 FUES 7 7t o 522 FRUIINARS BE @k AR AE DAl b 67 2 A7) [B] 5% 22 (weighted
median survival residual) 17 LS, {8 F Wilcoxon 75 ki 46 LA BC AT FR 22 73 A7, T B ALM & ro KA time-
dependent ROC HH£E (T R i & 4.5.1 timeROC E3H)FE 104 20, 30, 40. 50. 60 4~ HAbPEAl AUC (i
28 N AR S LB (B AR 3 . DRSS P < 0.05 N2 RA Gt 25 .

3. &R

1) B TR

LN 82 i) MDS &, Hrh<60 & 28 11(34.1%), >60 % 54 1(65.9%); HAIEHE 66 % (IQR:
57~72), HALBEVII AN 19 AN H, AL AR A 24 AN H (IQR: 12~55), 12 W InkE B 5 46 240 i L 451 o 7
#H 4.0% (IQR: 1.6~6.9), Hb ¥ 68.5 g/L (IQR: 55.2~80.0), PLT 4 53 x 10%/L (IQR: 25.0~113.5), ANC
790.8 x 10°/L (IQR: 0.4~1.6).IPSS 7} 2 : K /& 2 51(2.44%) T fG-1 52 51(63.41%) 7 -2 22 151 (26.83%)
TG 6 191(7.32%). IPSS-R 73 )2 : 1K/G 9 B1(11.0%) H/E 30 51(36.6%)~ =i /G 24 111(29.3%) /G 19
%1(23.2%). IPSS-M 432 MK fE(very low) 0 5(0%). 1 f&(low) 7 $1(8.5%)~ H f&{K(Moderate low) 11
%1(11.4%)« H fE i (Moderate high) 11 1(11.4%)~ =i fE(high) 24 %1(29.3%). R & fE(very high) 29 i
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(35.4%). FEWDET, <60 ¥ 5>60 % Fidl{E BM JELE410. Hb. PLT. ANC W97 £ R ¥ L4t 2%
= (U K% P H 2 58 0.604. 0.172. 0.795. 0.581); PH4EHYLLLE IPSS. IPSS-R J IPSS-M X[ 43 Afi
FHIZE R IR ST 2 5 L (Fisher/ K56, 5 P> 0.05), 7£ WHO2022 43 F 53 A7 A 8i it 5 2 5+ (P = 0.032)
(# 1)s

Table 1. Baseline characteristics of 82 MDS patients
3 1. 82 fjl MDS B & EL&HHE

82 ]l MDS & &F BELAHE 12

FHE PSRN <60 % >60 % P1E
M A
B G A (%) 4.0 (1.6, 6.9) 3.0 (1.9, 5.6) 4.5 (1.6, 7.0) 0.604
MATE F(g/L) 68.5 (55.2, 80.0) 60.0 (50.5, 76.0) 71.0 (57.2, 80.0) 0.172
I/ (< 10%/L) 53.0 (25.0, 113.5) 65.0 (24.2, 160.8) 53.0 (26.8, 104.5) 0.795
PP 4 245 5 (< 1 0%/1L) 0.8 (0.4, 1.6) 0.8 (0.4, 1.3) 0.8 (0.5, 1.8) 0.581
51
% 51 (62.2%) 16 (57.1%) 35 (64.8%) 0.66
£'8 31 (37.8%) 12 (42.9%) 19 (35.2%)
IPSS faf B
{(i9A 2 (2.4%) 1 (3.6%) 1 (1.9%) 0.879
HfE-1 52 (63.4%) 19 (67.9%) 33 (61.1%)
HifE-2 22 (26.8%) 6 (21.4%) 16 (29.6%)
[y 6 (7.3%) 2 (7.1%) 4 (7.4%)
IPSS-R f& &
fitfe 9 (11.0%) 4 (14.3%) 5(9.3%) 0.641
e 30 (36.6%) 9 (32.1%) 21 (38.9%)
G 24 (29.3%) 10 (35.7%) 14 (25.9%)
Wi fes 19 (23.2%) 5 (17.9%) 14 (25.9%)
IPSS-M fE% &
low 7 (8.5%) 3 (10.7%) 4 (7.4%) 0.582
moderate low 11 (13.4%) 6 (21.4%) 5(9.3%)
moderate high 11 (13.4%) 3 (10.7%) 8 (14.8%)
high 24 (29.3%) 7 (25.0%) 17 (31.5%)
very high 29 (35.4%) 9 (32.1%) 20 (37.0%)

DOI: 10.12677/acm.2025.15113255 1556 Il PR 2 2 3t


https://doi.org/10.12677/acm.2025.15113255

I, M2

WHO 2022 438
MDS-LB 32 (39.0%) 6 (21.4%) 26 (48.1%) 0.032
MDS-LB-RS 8 (9.8%) 6 (21.4%) 2 (3.7%)
MDS-IBI 22 (26.8%) 7 (25.0%) 15 (27.8%)
MDS-IB2 5(6.1%) 2(7.1%) 3 (5.6%)
MDS-5q 11 (13.4%) 6 (21.4%) 5(9.3%)
MDS-biTP53 4 (4.9%) 1 (3.6%) 3 (5.6%)
FEVIE B
LTI RO ) 19 26 16

IMDS = H#fi5H ARG AE: 2 MR B P A B G — DU, SR =D RO R 2 SR B DU (T
SH)ERIR; 3 IESEE A Mann-WhitneyU A3 ; 73288448 5 F < 77 B Fisher AR .

2) HAE TS AR E A2

Kaplan-Meier 447501 E.78, IPSS. IPSS-R K IPSS-M 25 XU 28 i) o A A7 HHAF A B2 2 57 (log-rank £5;
5, $#P<0.001). 5 IPSS-R #HLt, IPSS-M i 42/82 1)(52.4%) & KA X H /> 2. IPSS-R K fGH(n=
9)h, 4 BEEHMK G 561 LI EEE R FEHmn=30)F, 36 FHEEE. 14 FURFFRECR AR 7
Bl Ffam 760 13 4] EEGE S 16 ESE 2 B); mfadim =24, S ERIEREAR L E. e
= 4 ). 9 BifRFEE G 10 B BB EE: Eaddm=19)F, 34 FREREE. 16 FIIREFE IPSS-
M REGHE 1~4). AFEDHTER[10]

IPSS/)4H ffJKaplan-Meier E 77 i £
IPSSfERE /4 —+ (KfE —+ a1 + 11fE-2 + @fE

1.004 LL + -
> 0.75] |
%
©
8
s 0.50+
©
S 0.251
® p < 0.001 | I +

0.001

0 20 40 60 80

15 BFTE (H)
4& Number at risk
2 el 2 1 1 0 0
= 52 32 10 6 0
B wmed 22 6 2 0 0
ml e 6 1 0 0 0
% 0 20 40 60 80
o B ] (H)

Figure 1. Kaplan-Meier survival analysis of risk groups defined by IPSS
1. IPSS 474A Y Kaplan-Meier & 7 HHZ
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IPSS_R74r#1ffiKaplan-Meierd: 17 ith £&
IPSS_RfEME /S =+ kfe —+ e =+ & =+ W

1.00 1
2> 075-
3
©
s
5. 0.50 --P—f'—'-—f'—l
- -
>
c |
B 0.25- ; , LL .
0.00
0 20 40 60 80
E) ()

& Number at risk
&
W] 9 6 3 1 0
& il 30 20 8 4 0
B & 24 11 2 1 0
@ i1 3 0 0 0
g 0 20 40 60 80
o e (F)

Figure 2. Kaplan-Meier survival analysis of risk groups defined by IPSS-R
[&] 2. IPSS-R 4348 A9 Kaplan-Meier 4 722k

IPSS_M74y 4 ftiKaplan-Meier4: 17 il £&
IPSS_MERIEIr 20 == {IkfE —+ Mafl == Tfam =+ &fa -+ Rl

i SN T—

o
\‘
@

Survival probability
o
(&)}
o

0.251 ]
p < 0.001 1 :
0.00
0 20 40 60 80
e (H)
§ Number at risk
@ & 7 5 4 4 0
& TE 11 9 8 1 0
& ] 24 14 1 1 0
El R s 29 2 0 0 0
@ 0 20 40 60 80
o EINGED)

Figure 3. Kaplan-Meier survival analysis of risk groups defined by IPSS-M
3. IPSS-M 434HAY Kaplan-Meier 4 R HR%Zk
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Figure 4. Risk reclassification of 82 patients based on IPSS, IPSS-R, and IPSS-M
4. 82 5122 IPSS. IPSS-R & IPSS-M WK E 43 3¢

3) ERSTHOMAS L
LGN 82 1l REIY A= 7 LR A AE(MDS) 1) 5L b AR AE HHE SR AL b AL AR A I 8] B 22 43 A
(Weighted Median Survival Residual Analysis) & AR IAL AT PEAh IPSS-R 5 IPSS-M Pl S [ % 43 2 R SE )
TMAERYE . AU b, A 0 HE R M 2 AL EE (Inverse Probability of Censoring Weighting, IPCW) 1/ % il
e, VB R TN A A7 I R] 5 S PR AR A7 I TR 2B 4 HE (0 ik 22, b ), RO A%
(MARYWE N TRMRZFEFR[11].
SR RN,
o JNBLAHT: IPSS-R R MAR A 16.1 4~ H(95%CI: 12.3~20.7), IPSS-M Z%if] MAR N 4.9 I~ H
(95%CI: 3.2~6.8), MHHZEMAN11240H.
o RINBLHT: IPSS-R R4GH MAR 4 11.6 /N H(95%CIL: 8.9~14.2), IPSS-M Z%tf#] MAR A 3.6 1M H
(95%CI: 2.5~5.1), P& Z{EN 8.0 MH-
Wilcoxon LA SR IG R, LRI ST, IPSS-M HITMIRZE Y B EMK T IPSS-R (INAL: V =
1540.5, P<0.001, ZNHE r=0.74; KIA: V=1496.0, P<0.001, Wi r=0.71; Cohen fnifi: Kk
Ry, $E75 IPSS-M £l 28 A= 47 10 J7 R4 IPSS-R S MG H#E(E] 5).
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IPSS-R vs IPSS-M #£3J5E £ EbER
I MAR: R=11.6 3, M=3.68 | iltY MAR: R=16.18, M=4.98

| i | KR
300- 60- .
T 200- 40- °
W
g o [ ] L]
& 100- e ° 20- .
® o ®
...: °® o ° 8 8 4 ’
0- # 0- 0
IPSS-R IPSS-M IPSS-R IPSS-M
BIEEN KRS

SRINEY Wilcoxon p = 6.79e-08 | /MY Wilcoxon p = 8.72e-09

Figure 5. Comparison of absolute residuals between IPSS-R and IPSS-M
5.IPSS-R vs IPSS-M 435 & bL i

4) IEHE ROC 470 #r

B[R] 4364 ROC 0 #T7E 10 20 30+ 40, 50, 60 A H HEATIFAYL: IPSS ff s AUC 4 0.729 (t=20
A~ H): IPSS-R [#xE AUC 4 0.782 (t=40 N H); IPSS-M i AUC N 0.954 (t=40 ™ H). 1E>50 4>
HEF IPSS-M ] AUC 2 NEEH, nlfe SR EICHAC A B EE D Mk g ing <. Bk b,

IPSS-M 7£ 4= BE LT IPSS 5 IPSS-R [12] (] 6(a), [ 6(b)).

o |
o |
o
[eo)
@ _
S
o} N~
2 S
(o]
o
IPSS-M
Q e IPSS-R
PSS
I I I [ I I
10 20 30 40 50 60
time t
(@)
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Time (months) IPSS IPSS.R IPSS.M
t=10 10 0.626 0.675 0.661
t=20 20 0.729 0.762 0.880
t=30 30 0.715 0.757 0.954
t=40 40 0.680 0.782 0.957
t=50 50 0.680 0.782 0.957
t=60 60 0.627 0.683 0.885

(b)

¥E: KM time-dependent ROC J77%7E 10, 20+ 30, 40. 50 %% 60
A A A =R RGN AUC. 45 5 &R IPSS-M 7£ 40 A
B T 8% e B A (AUC = 0.954), T IPSS-R (AUC = 0.782)F
IPSS (AUC = 0.729); #&{k L TPSS-M 7555 BE VT 7] £ I H
B IR F50 77

Figure 6. Time-dependent ROC curve analysis comparing the pre-
dictive power of IPSS, IPSS-R, and IPSS-M

6. Ef[EMRHIME ROC BIZEELEL IPSS, IPSS-R K% IPSS-M HYT
M RE

4. Wig

AR FHEET FE MDS EE M E LA AS], RGH4E T IPSS. IPSS-R 5 IPSS-M 7E XK 72 5 Tl
S PG T R . EERIAASE: H—, IPSS-M Xt H-40(52.4%) B el T A 432K, JEHAE R
IPSS-R i/ ABE R B A R FRAEI S G IR =, =Fprar R RIYEE X 70 AN A XU 4 )
AA7ZE S, A IPSS-M WIHIRe S it H =, RE PR AN AESE 1 25 SR IA B — 20 IR A7 AR A7
(8] 5% 25 2.7 IPSS-M [ TIN5 25 ¥ 25 B /)N, 1 time-dependent ROC 33— 51 iz FL B B[R] 48 5 AR fg A 34 .

1) 5CHEMANRREZER

IPSS 5 IPSS-R HIEH LK, 7EHR'S MDS UG VPl 577 e £ 05 T B R . AR, BEE
NGS W% S, 579G BAEER )2 M E& ™y & . BT 7R, #%5 SF3B1 27481 MDS &
B LZ AR B ANRNEAEREZFK, 1M TPS3. EZH2. ETV6. RUNXI1 Al ASXL1 K 9848 | a]
REWE TR o BB B AR AR AR A T Bl T-[13]-[17], IPSS-M #f 31 N IERF (55 TP53. ASXL1. RUNXI.
SF3B1. TET2. ETV6 &5)%E& 3R, 785 iG55 A 5e ub o 7t b 3 7 H AR IPSS-R B C-index
5 AUC [7] [13] [18] [19]. FATMEE RS BRI —5, R BT E MDS B hiRiE /i3 (2]
[20]. {HAFERMEZ, AWF IPSS-M 432 i fa SR m fa Ll (A it 64.7%) X8 s, Sommhis i i
PR ES T ARRNRER, AIRGHISEIE, XRS5 P fay sl R 22 AR Ok

2) AL S A AR

IPSS-M [IMRERIEIE T Hoxh “orFrfarbe” Miieae /1. TPS3 WA RAL 5 & R A B IFHR,
W7 5 pE AR T SXTAIT IE A T 2 ASXL1 RAZE RIS RMAHE, HHORBEMIEE; RUNXI R
R S BIRERT: MR, SF3B1 7B I BARLLh A MAFEAH O, TS AT Ur[13] [19]
[21]. ARG AN 845 22 SRR S50 2, R F — IR KRR B R ARy T ik, S8h i
“ORA” NREEE TS B R, A EIEEN G AR, IPSS-M il 2 FALE 1 5] A = H 15 DL
X 53, PUCAEFRATBA G A BT w1 v /A0 s s (1 K L ol 190
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3) PR S S Ak

YERF ) XU PP AS XA 1B YT 77 R 2 8 G FL L. T4 IPSS-M i N fa i 8 2, IR 3 e
R PPl 1T 40 B M (HSCT) IR AL, BRIERAEATIAR A HMA BXA SRBS I B0 s T
ARG R, WInTE et FE VG, SREL BSC SR I=HI N 3 H5%mE . Kk, IPSS-M 5| NF B T
WIBIT VSR, AEAMRIRYT 77 Z RS UHE, (A7) TR BT RS PR AT — D B0 E FL AR AN [R5 R A
A

4) ik

A SR SR T 25T 22 10K 5 5 5 W T A P ) A P o ISR S A A7 1] 5% 22 T F 0 A
CHUMNAEAT SSEBRAEAT T WmZE RN, STNEEAR SR B BONFRME; time-dependent ROC UL T AN
[ 1) S AUC, 8 7nA BU7E K AR UG B X 40 BE 1384k . P — B0 da 1) IPSS-M AL, 3858 T
SER AN . RORIE T S NARHE N 2R W SR I 2R 23 BT (DC A5 8 [ 452 v (n 2 45 JE v XU ) 35, AL
EHE 55 I R 150 3R A — A P 4 57 T A T PR PPAI AE 22

5) R

KW FRAEAEZTTRR . Bk, ARFEAEAR, T EAGIEE D>, RSz 50 ™~ H)
AUC AR LKk, AT O RIS, BENHSIRIT 7 RAAE— € R, raesl
NIEFE T 25=, NGS MR 6 2 5 58000 R BUE 2 5 v e/ BRI g s 2800, (NAAH]
BRARE, RAEBNAS VAL e ALK TS I52m . 56 1o, RGINIEIT R R (W HMA . HSCT %5)iH 170 %,
o A AT 2 T BE A2 VR YT RNE S

6) R

Rk B i A E RIS Z 0 MDS BIL 5AEMIREARFE, REULEIRIK - iUk - o7
$ed, CAVTAL TPSS-M 7 rf [ 2B 2 B B st SR B, L ny 56T oo [ 25 3 2 AR 1 1 BB E A 5 PPl A,
FF R HL I ARRYE I 2 RISV R G0 LA — 711 PR S5 3 # R SR VR 7 S5 TS T il

BT A S EA

T FURACHE ¥ 25 b AR A B afE PT7E & BRI SR N B WV E S RS R 1S . SZAR B 5 RaFA ORI ZER IR, o
B NS iR SEURAE BB A T AT o BRSO H A SR IR 2 b A HA T 3k = 48l

REFEHSHERE
AR T2 B B LK 45— R S B I PRT U6 B8 53 22 L (PI2025-06-58), FFIsAB (/3

BRI ) M. ST RS ART B FOPE BT, B2 5 St 7 0 WEAR I8 7 KR ) 54 e 5 T
A
S5 3k

[11 Khoury, J.D., Solary, E., Abla, O., Akkari, Y., Alaggio, R., Apperley, J.F., et al. (2022) The 5th Edition of the World
Health Organization Classification of Haematolymphoid Tumours: Myeloid and Histiocytic/Dendritic Neoplasms. Leu-
kemia, 36, 1703-1719. https://doi.org/10.1038/s41375-022-01613-1

[2] Ma, ], Gu, Y., Wei, Y., Wang, X., Wang, P., Song, C., et al. (2023) Evaluation of New IPSS-Molecular Model and
Comparison of Different Prognostic Systems in Patients with Myelodysplastic Syndrome. Blood Science, 5, 287-195.
https://doi.org/10.1097/bs9.0000000000000166

[3] Greenberg, P., Cox, C., LeBeau, M.M., Fenaux, P., Morel, P., Sanz, G., et al. (1997) International Scoring System for
Evaluating Prognosis in Myelodysplastic Syndromes. Blood, 89, 2079-2088. https://doi.org/10.1182/blood.v89.6.2079

[4] Greenberg, P.L., Tuechler, H., Schanz, J., Sanz, G., Garcia-Manero, G., Sol¢, F., ef al. (2012) Revised International
Prognostic Scoring System for Myelodysplastic Syndromes. Blood, 120, 2454-2465.

DOI: 10.12677/acm.2025.15113255 1562 Il PR 2 2 3t


https://doi.org/10.12677/acm.2025.15113255
https://doi.org/10.1038/s41375-022-01613-1
https://doi.org/10.1097/bs9.0000000000000166
https://doi.org/10.1182/blood.v89.6.2079

I, M2

[10]

[11]

[19]

[20]

[21]

https://doi.org/10.1182/blood-2012-03-420489

Bernard, E., Tuechler, H., Greenberg, P.L., et al. (2022) Molecular International Prognostic Scoring System for Myelo-
dysplastic Syndromes. NEJM Evidence, 1, EVID0a2200008.

Baer, C., Huber, S., Hutter, S., Meggendorfer, M., Nadarajah, N., Walter, W., et al. (2023) Risk Prediction in MDS:
Independent Validation of the IPSS-M—Ready for Routine? Leukemia, 37, 938-941.
https://doi.org/10.1038/s41375-023-01831-1

Lee, W.H., Tsai, M.T., Tsai, C.H., et al. (2023) Validation of the Molecular International Prognostic Scoring System in
Patients with Myelodysplastic Syndromes Defined by International Consensus Classification. Blood Cancer Journal, 13,
Article No. 120. https://doi.org/10.1038/541408-023-00894-8

Sallman, D.A., McLemore, A.F., Aldrich, A.L., Komrokji, R.S., McGraw, K.L., Dhawan, A., ef al. (2020) TP53 Muta-
tions in Myelodysplastic Syndromes and Secondary AML Confer an Immunosuppressive Phenotype. Blood, 136, 2812-
2823. https://doi.org/10.1182/blood.2020006158

Garcia-Manero, G. (2023) Myelodysplastic Syndromes: 2023 Update on Diagnosis, Risk-Stratification, and Manage-
ment. American Journal of Hematology, 98, 1307-1325. https://doi.org/10.1002/ajh.26984

Kim, H., Park, T., Jang, J. and Lee, S. (2022) Comparison of Survival Prediction Models for Pancreatic Cancer: Cox
Model versus Machine Learning Models. Genomics & Informatics, 20, ¢23. https://doi.org/10.5808/gi.22036

Prince, T., Bommert, A., Rahnenfiihrer, J. and Schmid, M. (2025) On the Estimation of Inverse-Probability-of-Censoring
Weights for the Evaluation of Survival Prediction Error. PLOS ONE, 20, ¢0318349.
https://doi.org/10.1371/journal.pone.03 18349

Kamarudin, A.N., Cox, T. and Kolamunnage-Dona, R. (2017) Time-Dependent ROC Curve Analysis in Medical Re-
search: Current Methods and Applications. BMC Medical Research Methodology, 17, Article No. 53.
https://doi.org/10.1186/s12874-017-0332-6

Bejar, R., Stevenson, K., Abdel-Wahab, O., Galili, N., Nilsson, B., Garcia-Manero, G., et al. (2011) Clinical Effect of
Point Mutations in Myelodysplastic Syndromes. New England Journal of Medicine, 364, 2496-2506.
https://doi.org/10.1056/nejmoal013343

Nazha, A., Al-Issa, K., Hamilton, B.K., Radivoyevitch, T., Gerds, A.T., Mukherjee, S., et al. (2017) Adding Molecular
Data to Prognostic Models Can Improve Predictive Power in Treated Patients with Myelodysplastic Syndromes. Leuke-
mia, 31, 2848-2850. https://doi.org/10.1038/leu.2017.266

Bersanelli, M., Travaglino, E., Meggendorfer, M., Matteuzzi, T., Sala, C., Mosca, E., et al. (2021) Classification and
Personalized Prognostic Assessment on the Basis of Clinical and Genomic Features in Myelodysplastic Syndromes.
Journal of Clinical Oncology, 39, 1223-1233. https://doi.org/10.1200/jc0.20.01659

Nazha, A., Komrokji, R., Meggendorfer, M., Jia, X., Radakovich, N., Shreve, J., et al. (2021) Personalized Prediction
Model to Risk Stratify Patients with Myelodysplastic Syndromes. Journal of Clinical Oncology, 39, 3737-3746.
https://doi.org/10.1200/jc0.20.02810

Haferlach, T., Nagata, Y., Grossmann, V., Okuno, Y., Bacher, U., Nagae, G., et al. (2014) Landscape of Genetic Lesions
in 944 Patients with Myelodysplastic Syndromes. Leukemia, 28, 241-247. https://doi.org/10.1038/leu.2013.336

Hu, M., Zhou, M., Shen, Y., Zheng, Z., Wu, L., Wang, B., et al. (2025) Validation and Comparison of the Molecular
International Prognostic Scoring System (IPSS-M) and the Revised International Prognostic Scoring System (IPSS-R)
in Myelodysplastic Neoplasms (MDS): A Retrospective Study. Hematology, 30.

Papaemmanuil, E., Gerstung, M., Malcovati, L., Tauro, S., Gundem, G., Van Loo, P., et al. (2013) Clinical and Biological
Implications of Driver Mutations in Myelodysplastic Syndromes. Blood, 122, 3616-3627.
https://doi.org/10.1182/blood-2013-08-518886

Lincango, M., Andreoli, V., Rivello, H.G., Bender, A., Catalan, A.I., Rahhal, M., ef al. (2024) Assessing the Relevance
of Non-Molecular Prognostic Systems for Myelodysplastic Syndrome in the Era of Next-Generation Sequencing. Annals
of Laboratory Medicine, 45, 44-52. https://doi.org/10.3343/alm.2024.0089

Malcovati, L., Karimi, M., Papaemmanuil, E., Ambaglio, L., Jadersten, M., Jansson, M., et al. (2015) SF3B1 Mutation
Identifies a Distinct Subset of Myelodysplastic Syndrome with Ring Sideroblasts. Blood, 126, 233-241.
https://doi.org/10.1182/blood-2015-03-633537

DOI: 10.12677/acm.2025.15113255 1563 I A [ 2 3k


https://doi.org/10.12677/acm.2025.15113255
https://doi.org/10.1182/blood-2012-03-420489
https://doi.org/10.1038/s41375-023-01831-1
https://doi.org/10.1038/s41408-023-00894-8
https://doi.org/10.1182/blood.2020006158
https://doi.org/10.1002/ajh.26984
https://doi.org/10.5808/gi.22036
https://doi.org/10.1371/journal.pone.0318349
https://doi.org/10.1186/s12874-017-0332-6
https://doi.org/10.1056/nejmoa1013343
https://doi.org/10.1038/leu.2017.266
https://doi.org/10.1200/jco.20.01659
https://doi.org/10.1200/jco.20.02810
https://doi.org/10.1038/leu.2013.336
https://doi.org/10.1182/blood-2013-08-518886
https://doi.org/10.3343/alm.2024.0089
https://doi.org/10.1182/blood-2015-03-633537

	基于中国患者遗传背景的MDS预后评估：IPSS-M与IPSS/IPSS-R体系的比较
	摘  要
	关键词
	Prognostic Assessment of MDS Based on the Genetic Background of Chinese Patients: A Comparison of the IPSS-M versus IPSS and IPSS-R Systems
	Abstract
	Keywords
	1. 背景
	2. 资料与方法
	3. 结果
	4. 讨论
	数据可用性声明
	伦理审批与知情同意
	参考文献

