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Abstract

Objective: To investigate the predictive value of serum D-dimer level for epidermal growth factor
receptor (EGFR) gene mutation in patients with non-squamous non-small cell lung cancer (NSCLC).
Methods: Patients with pathologically confirmed locally advanced or advanced non-squamous NSCLC
who were treatment-naive and admitted to the Department of Respiratory Medicine, Affiliated Hos-
pital of Jining Medical University from December 2024 to June 2026 were enrolled. Clinical data,
EGFR gene test results, and initial serum D-dimer levels were collected. Patients were divided into
EGFR mutant group and wild-type group. The difference in D-dimer levels between the two groups
was compared, and the predictive efficacy was evaluated by receiver operating characteristic (ROC)
curve. Results: A total of 300 patients were included, with 186 cases (62.0%) in the EGFR mutant
group and 114 cases (38.0%) in the wild-type group. Serum D-dimer level was significantly higher
in the mutant group than in the wild-type group (P < 0.05). ROC curve analysis showed that the area
under the curve (AUC) of D-dimer for predicting EGFR mutation was 0.609 (95%CI: 0.530~0.689),
with an optimal cutoff value of 1.25 ng/ml, a sensitivity of 71.9%, and a specificity of 52.1%. Conclu-
sion: Serum D-dimer is significantly elevated in patients with EGFR mutation and can be used as a
potential biomarker for predicting EGFR mutation.
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2.2.1. IGFRERE

(1) FEELTIRE: FRE. MR W SE . FEREEOR . HEUEE L IRR A (KPS AJCC 2B 8 fRfitiE
S HARRAE);s (2) SERERA: ARG EARIMMME D-—RAKT . mE M. AR IhiEs; (3) I
MR RABIERAAFR, RARB(RRAE, LR, EHEREE).

2.2.2. EBERMNSZE

Fii A5 5 1) EGFR LK 2 AR IR A IE L R — A FF (next-generation sequencing, NGS) &k 58 & g 5% J 8 1%
R o IERCAEAS LG RRTZHZL . WG K EA B I, SR AS LR A BF 7 s 2 B Y R B A 3G A S plm A g
SR FEDH o KNS e 55 EGFR 5 WLZAR A7 A5 (18 A7 i 2748 . 19 4bRFHk. 20 AME P 21 4h
2 L858R KAL), FT A FEA MR B AR MM 5K . EGFR JE K R AR Fi 1) /2 JE D5 4 i [X 3
ARG IAS . 5 ARAG I 2 FIRSEAE, MH e EGFR HA4 AL,

2.2.3. M5 D-Z BRI %

G B NG 2 ISR AEH KL 3 ml. SRH D- 34k HS FUREFI(E B 25K KRB R A |)
BEATREIN, A MAHS A E st i BT A (B : CAT000). R4 ZERE IE % 2% 18(0~0.5 ng/ml), 4 EE& 5
A D- T RARIEH 41(<0.5 pg/ml) 1T+ E4H(>0.5 pg/ml).

2.2.4. 534
K5 EGFR A RARIE DL, JE B R0 R4 S B A4

2.2.5. GeitEF AR

Bl /> M FH SPSS26.0. IE&A it EEE (X £9)FoR, tH¥; JEIESS MM (Q1, Q3)JE =,
BRAR S . PR [0 (W), 2. F ROC #h£k 2 #rIiE D- — R H EGFR FE X 545 Xkt
P<0.05 NERA G E L.

3. &R
3.1. MABEHEELARLE

EGFR 77354 186 151(62.0%), #5444 114 1(38.0%). A4, PAKEKIZRAL 68 141(36.6%), FLRAE
92 1](49.5%), H&5AF 26 #1(13.9%), FHirh 8 14(4.3%) [F I fAA4E B SR ML A . WALBEHE —RER
AlEL(P > 0.05) (3 1).

3.2. EGFR Z8%54H 5 ¥4 LA M E D-— B KF LR

RAFIMIG D- AR IK A 1.56 (0.82, 2.78) ng/ml, &&= T AELLH) 0.92 (0.45, 1.86) pug/ml (Z =
4.236, P < 0.001). H:r, A4 D- AT E# 103 11(55.4%), BFA2H D-—BAATFE# 39 191(34.2%),
W2 T EL A B4 (42 = 10.449, P = 0.001) (# 2).
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Table 1. Comparison of baseline data [n (%)/ X £ ]

#F= 1 EEERIEEN (%) X£s]

Il PRAFFAE AR (n = 186) B (n = 114) thAZ fH P H
(%) 62.37 +8.52 61.74 £9.25 0.572 0.568
PRI (51 %) 89 (47.84)/97 (52.15) 59 (51.75)/55 (48.25) 0.586 0.444
W N S (F71TE) 76 (40.86)/110 (59.14) 53 (46.49)/61 (53.51) 1.053 0.305
LR 1.218 0.270
g 172 (92.47) 98 (85.96)
K4 s 14 (7.53) 16 (14.04)
Il PR 43 0.346 0.556
1B 3 78 (41.94) 49 (42.98)
\VE:i 108 (58.06) 65 (57.02)
ECOG #F4r 0.724 0.395
0~1 4%y 153 (82.26) 90 (78.95)
24 33 (17.74) 24 (21.05)

Table 2. Comparison of serum D-dimer levels between EGFR mutant and wild-type groups
% 2. EGFR /LA 5HAAME D-— BIAKFLLE

215 n D-E /K FIM (Q1, Q3), pg/ml] D- - HIAFHEN (%)]
RASH 186 1.56 (0.82, 2.78) 103 (55.4)
B 114 0.92 (0.45, 1.86) 39 (34.2)

ZIy* 8 4.236 10.449

P 1 <0.001 0.001

3.3. IiE D-—B{EFUN EGFR EEZETHIMEE 4T

ROC iz #risn, [ D-— BT EGFR £ 245 AUC 24 0.609 (95% CI: 0.530~0.689), P

=0.009, HA G2 . i cut-off {4 1.25 pg/ml, X5 UK E Y 71.9%, £55 %N 52.1%, Youden
E¥0CH 0.24 (4 1),
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Ak AE /N i (RS HE VR T O T IR B BRI, EGFR AERIZ D IRSNEE R 2 —, HRAREHE
Bk BE R T REM TKIs #)7H3K25 . Chen 25[6] 2021 £EMIZS A/ HTIESE, EGFR A %45 /& NSCLC
HRE N I G [ IR 25 (OR = 1.88, 95% Cl: 1.26~2.80, P = 0.002), #t—5™ & 7 W7 EGFR 23R IR A I
PRI o SRT, A& G RGN 5 A7 AE — 2 R PR M, WA SUREASRIUUE B R . Al 2 v . R 2%, BR
Bl T HAEGR A 2 N Bk, FHRAETE. S5 TINAE AR5 T3 m e ey 7 vl e AR TR
W HA B . AWFFURAE T IS D- AR, RGO SESEE /N A it B EGFR 2 PR 9878 1) T
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Figure 1. ROC curve of serum D-dimer for predicting EGFR mutation
B 1. & D-ZRAFN EGFR EFE IR ROC Bk

AW RN MG D-—RMKF 5 EGFR BH RADREZ V)M . FHLH S EGFR KA/ T 1k
I - 4R RGOS A % EGFR T8 AT 5 5 Mg 40 ik B SRR A 21K+, ki 3 B /MR M B Lo A%, (A
AR ERINZ[7]: FIRT, R 40 R T AR R RO ) R A R GO, AR A R
A K E D-EAE, TS UM D- R A K T [8]- EGFR {5 5 ik nl L /4% VEGF [3RIA[9],
SO I A R ThRE, BB s - £FVA RGO, (R D- T RARAE R [10].

ROC HiZk ¥ o, IMLiE D- AT EGFR JEX 245 AUC 4 0.609, 1X—45 KM, 1fiE D-
TR EGFR BN RAZ A —E Tk Re, HEURERGE, AI{ERN EGFR A RAK ki br. R
IR S A A, EE R RS D- R A W, DU, &uF. RIS, JRHEH T
JEEEBE TCIEIRIUI IR H LU AR B B A A BRI 8, IR b 2 F B 6 T i D-— %
K >1.25 pg/ml I, FILSEHEREEAT EGFR LGN, DUR &S FENAITIE S, T D-—
BRAKCE < 1.25 pg/ml I, HARREE2HER EGFR RAFKI AT BE, 5 45 & I R 5 4 A HI T 75 34T
DA o

A FEA— 2 PR X L3 D-— RARKI AT {2y EGFR 2 FI AR (IS FE i ik fi b, 2 e # )
YRIT AT Bk, PRARERST AR (RIS Ry ARG R /N A0 B e (RS HETE T SR AL TR 1 S . AR TR A RR
AR D, ATREAFAEE PN 2 RIS D- RS EGFR ANFRAET R (W0 19 MR FHK. 21 4hET
L858R RV KR, it —LF KFEARZEHAT T REANRD D- K EGFR AL H AR5
T, AR TR FE Al S 30347 B0

ZE LRIk, M35 D- R KPR AR IR /N e SR 2H B2 TR, ATAE A TN EGFR 2 R RAR
(P EE e b . 7 D- AR T . 237, LI, fEIRRSEEH B Mg HarE, oAk
fig | /N B s B RS VR T IR S

B B

AW FIRAGTF T B= 22 B b 8 = B AR B ZS T 2 fib i, b . 2026-02-C011, B Y M HE T .
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