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HE

HE: HBS S B 51T R BT S A 4 EHAR I (PGT-SR) 5 IR AT AR (PGT-A) 5L
W RIEKRIERE R, FTERKIGRANRE. Figk: BBHEMT20205E1 8 F20244E12 5 #RI R G
ik B AL B PGT BN 221 6 2 14 B U & BRI R PR BT . 3 kel 3R 8% 73 APGT-SRA S5PGT-AH . RA1:1%
AR IEAT M M 2 [LEE (PSM), DAIERI L5 8 R (BMD A EM A M IBSRBEFR, MHIT
BCRT B P4l SR R AR B AR BT AR A HBE R . IEIRERE . WH-RE4RER. HANAZER
Logistic[E I3 M iFAE PG TSRS XTI R IE YRS B ISR . 3. ZPSMILES, P ZHIA2394EL
SRR, BESHMEER RIFE. BESITREA, PGT-SRAMNEMHIEREE/LTPGT-A4 (41.0% vs.
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Abstract

Objective: To compare the laboratory and clinical pregnancy outcomes of preimplantation genetic
testing for chromosomal structural rearrangements (PGT-SR) and preimplantation genetic testing
for aneuploidy (PGT-A) in chromosomal translocation carriers, and to explore the optimal clinical
testing strategy. Methods: Clinical data of 621 oocyte retrieval cycles from chromosomal transloca-
tion carriers undergoing PGT assisted reproduction between January 2020 and December 2024
were retrospectively analyzed. Cycles were categorized into the PGT-SR group and the PGT-A group
according to the testing strategy. Propensity score matching (PSM) was performed using the 1:1
nearest neighbor method to control for confounding factors, including maternal age, body mass in-
dex (BMI), and basal endocrine levels. Outcome indicators, such as cycle cancellation rate, clinical
pregnancy rate, and live birth rate, were compared between the two groups and across different
translocation subgroups both before and after matching. Furthermore, multivariate logistic regres-
sion analysis was utilized to evaluate the independent impact of PGT strategies on clinical pregnancy
outcomes. Results: After PSM, 239 oocyte retrieval cycles were included in each group, achieving
well-balanced baseline characteristics. Overall analysis demonstrated that the cycle cancellation
rate in the PGT-SR group was significantly lower than that in the PGT-A group (41.0% vs. 51.5%, P =
0.022), while the clinical pregnancy rate per oocyte retrieval cycle was significantly higher (43.1%
vs. 33.9%, P = 0.039). Subgroup analysis revealed that among reciprocal translocation carriers, the
PGT-SR group achieved a significantly higher transferable embryo rate compared to the PGT-A group
(17.7% vs. 13.1%, P = 0.004). Notably, in cycles where normal embryos were transferred, the mis-
carriage rate in the PGT-SR group was significantly lower than that in the PGT-A group (5.0% vs.
17.2%, P = 0.034). Multivariate regression analysis showed that after adjusting for age, BMI, and 2PN
rate, the PGT-SR strategy remained significantly associated with the clinical pregnancy rate (OR =
1.381, 95% CI: 1.016~1.877, P = 0.039). Conclusion: For chromosomal translocation carriers, the
PGT-SR strategy is associated with a lower cycle cancellation rate and higher pregnancy efficiency
compared to the PGT-A strategy. Particularly in the reciprocal translocation population, the PGT-SR
strategy shows a correlation with a lower risk of miscarriage following normal embryo transfer, sug-
gesting high value for clinical promotion and application.
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1. 518

e R T 17 5y 2 f i LI e ik S5 M S, R D RO MMM B G A0 [1]. BTz FidEw
ANPERE B EE AL R, i K2 RMIEE, (AR 2 AR TR RS, BA MR
PONRAPHERLT[2], WTTSIRAE . RE BRI KL TS RIEIRSE R, SR IR R AN Z0E K
PRI 1 B L8 AR S A [3]

BEE SR AE B E AR (ART) IR WD, RGN BT A (PGT) T By B3 I 2 B3 AR E 25 )= 1
BDFB . 2480, IRRT PR H AR S BLER) “SeBlat iR RN “REEBR IS AL RS o M8 RI G
TN AT AR AR I (PG T-A) BB A BN R R 73 B 852 S B AR P IR IR, (ROEIEE— B 5 “ e A IEw
B 5 COPn GAERT R RiR. ARG E IR, TR S G A R A E N AR,
BT AR oy i Bm 0 HEEE DI P ) PGT-SR ARG AELX 43 56 4 IR W WEAR A P e, 9t e BRI 4% £,
G AL ARPR AR PR T HORSCHE[4]. BeAh, B TR FEW N E AL, ZARFR “FHaIEFEI 5 Pl
GG T RIG I A5 R B I R R AL R IMAAE) 2 R0 MmN, R IR
BRI EORREPE, (H T G AR R ) AL BN BRI AR R, R B R SR
T A2 W] R T 56 4% 1 R HIR[5] [6]. SR1T, H BT 56T A% i 14 56 4% 1E 5 R HG B8 75 S5 B MEAR FH I R VS =28,
T Z 8 18, SR, TEMAGIRIE “ e EH” MAGIHHEE T, PGT-SR B IR AR 2 Bk E
A PGT-A MM 1K, H T8 Z 3T KRR AT 1 R G A

NI, AT AR F A0 M PE 3 TR S (PSM) i SR 2R IR A IR 35, [l Lb s PGT-SR 5 PGT-A kg
IR BI 2245 R . BEIRDT PGT-SR #ESEI “ FREHAL BT 7 HARIIRING, AE75 ORI R AT (AR IR 3 5%
FEGE SR, T G Ci Ak 5 485 5 25 (19 38 A 50 B A A SR % 34 2R 18 A1 B 1 S PR A1 IE 1% 24 UE 4

2. #IRE I
2.1 IRMRESE

YN G R BB AU 78, WA 2020 4 1 H & 2024 4F 12 A #ARE 22 R 58— I g 2
B B FHER 04T PGT-SR R PGT-A BhZ i e tathk 5y A ARG PR Rk o KG9 N\ B IARAE AN [F] PGT 3
B 73 PGT-SR 1A PGT-A 2H , 3 2H F 4% Yotk 5y (i IS 1Y 53 D9 B0 IR 5y A SV 4 ANRE B 5 187 V2 o A9\ A«
(1) RFXGHA—FHHE N RBMEAE 5 0; (2) #:% PGT-SR 8 PGT-A BhZ2i677; (3) IMAKHE K
SERE . HEBRFRE: (1) X7 B R B A G Bk T s (2) L AR AR ™ 5 1 5 A 45 4 7 BN
BRI () 7 A TR ENAMERERNG: (4) HASECHE o .

22. BIRAE

22.1. {RHDRFIZRES R
FEABTCW K1) PGT MR, AN HE SN T S8 (] € 32 ZAR R 2B AOARES . O BL0% % S EAE Ol 5L
SNk, BAATT S T RITER . PN R . M AR RO S . 6T E, B A B ER
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MIEFAER(E2. P LH)SHAE NIIMEARL, ST SErHMEIE. B s e ome A 1
AEAZ >18 mm, 2AHEAE > 17 mm B 3 ANERZE > 16 mm B, T LRUER AR BRI ENCG, +
[ BRI TR A W) 10,000 1U s s 2H A SRR PE R (LR, FEEER w0 E 229) 250 pg 17 “4pl” 43, 36 h 5
FEFHIEE 5] 5 TTEMIE 5 S @I, HOE S 4~6 h 47 90 5T N 50k 7R (ICSI) [7].

2.2.2. FRRRIETE RIEH

B TE UG MR IR RS B R IR P 4k SR - 18 16~18 /NET IS N, il 1 A JEAZ (PN) 1 TR 1k
T DL ARARE H RN RN OL. R B 2% 5 888 6 K, ImREE MK Gardner 173 briE xS 28 ik
TRV, DOREEE A 3BC S AL 3Rt NS KA o AL R v, A2 IEETT P 4R L 11 (1ICM)
(R0 W5 XISt Ot AT L, BiJE RS A RS IR 5 2 10 DMEETRAMIR)Z 4i i LA 5 240 -

2.2.3. ERRAFRBE

SRR JE (TR D 2 BEAT BB AL A VR, T B T80 C I I RIRRAE . A RNERFEAN PGT &
Wik FET NGS V- &+ 1 2 St 540 e 4 FE R 19 1 (WGA) - 4k i #4347 vl 0 e 5 26
BRENNT, BB E SRR AT R . BERR I T RS A M B st A% i N RS
RO 2 AT B VAL . FE R AR B, $RAB RN RE ARG, PGT-SR At & Ew MG, 16
B A IR IR RR S L R nI AT # IR, PGT-A BB A R IR AG .

2.2.4. BEIERR

FEL RV, AW TR I PRAE R 5907 € A% O R A R, T AR AR IR AR it S AE IR
TV S8 IrAfebri R T “aBOrE Y M R A YE BT E IS S X, A4t
Y5 SCAMR MG 14 JRNE L3 hCG BHIE(>10 1U/L). IGPRIEYR € LN FEAE S 55 30~35 KA T W3
ARG OB R T E SONBEYR 28 Ji N R B IE R 2 2R (B0 A LR A IR ) W E SO
IR 28 J )R 2AH LA A LA, HA AR, MR AR AEIRE = AR Y
KGR ] K (AR A KL)% 1000%; IR PRAEGRA = i PR AT 4 Ja 393550/ HC O Fo 303 580 (o Ao ) 30 30) =
100%; &7 = 3 S IE N A R (A R S ) x 1009%; 3R = i A AU AR R A I <
100%; JAIHCGH A = AT PR 3RS B0 AT R AR R 14 30150 B0 918 < 100%.

23. Gt FERE

K H SPSS27.0 B AT HHE /. AW TSP BV AR I AT A ESS A, U GE25 A
LE 575 AR [M(QL, Q3)1FE R, 4LIF HhASK A Mann-Whitney U K56, 570k #4 Bl HL Bk
H(Y)FoR, HEERHETRR. P <005 XnEREGRIT#E . B, AFFRNKIE PGT-SR
5 PGT-A 2 [0[RI LR AE A Y i S BRI AR Bt . A 101 JEAT70 14 1743 VT i (propensity
score matching, PSM), TCECHLA s g N (B A4S : L7 FE . BT ER . R FEEU(BMI). LAl FSH.
YNSRI F . Gn S K Gn FIZG R, R4HE N 0.02. KHZ K& Logistic [H B PEAl PGT 5mg
X R UE GRS J5 s s, LU A R A G IRIE IR N R AR &, K415 (PGT-SR vs. PGT-A). SR A(%
KGN vs. HITL G LI 4ERE . BMI J 2PN RAE N BN NRBERL, 5L E H(OR) K 3t 95% 15
X [E(CI).

3. &R
3.1. ERIEELFRIELE
A FEAEVCHC AT L9 N PGT-SR 2H 294 ANEXON 3, PGT-A 4H 327 NEXURFAH. LA RIFELL %
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BERIL, UCECHT AT L5 4684 (P = 0.017). Zct BMI (P = 0.011). L4t FSH (P = 0.030). At LH (P <
0.001). Gn FHZjR%L(P = 0.001) LA AR HEIN 77 SR e E (P < 0.001) E¥fEE BZE MGt R . AT
T TR AR 2R, SR 11 BARITULELE#E4T PSM b8, ULRC)S, PGT-SR 415 PGT-A A& I
239 ANHLGE AR o VUACE AR 5 E0s . S5 . BMIL B&Aili FSH. 2E4l LH. Gn &, Gn B Ja].
SRINEL e AR Ty Ar SRR F s 48557 3 V] LL A R AR B 77 S8 S5 B AR ARFAIE IS T (2 35 4 1 2 2% (P > 0.05),,
SEIL T LR ORI R AF B (L2 1),

Table 1. Comparison of baseline characteristics between PGT-SR and PGT-A groups before and after propensity score match-

i%gl. LECHI/E PGT-SR A5 PGT-A AR L4 EEL S
N NG
T STSRAL RGTAML Ly g POTSRAL POTAM gy gy
LITHR(D) (2§033) (272‘933) -2.391  0.017 (27??033) (272‘93 2) -0.676  0.499
HITHER(P) (2§133) (27??134) -0.489  0.625 (28‘0?133) (27??033) -1.010 0.313
BMI (kg/m?) (20.27?'234.5) (19.%%23.7) ~2:547 0011 (20.32,224.3) (20.%?'233.9) 0333 0739
bFSH (IU/L) (5.39?'31825) (6.161',9;11) 2170 0030 (5.42,13.23) (6.0%,9;14) ~1.334 0182
bLH (1U/L) (3.6%,22.85) (3.12,352.92) ~4.466 <0001 (3.52,8333) (3.22',62.20) ~Lo1r 0309
Gn &E(1U) (1802(;),225500) (180201,020600) 099 0320 (180201,020500) (180201,020625) ~0.79 0426
Gn K} a](R) (9’121) (9’112) -3.271  0.001 (9’121) (9,121) -0.098  0.922
IRINBL(K) (9]%;1'20) (1011421) -0.476  0.634 (9,1;'0) (9,120) -0.364 0.716
Ytk 5 1 7 (%) 2.595 0.107 0.328  0.567
P RA ML (5%/92'34) (8??327) / / (58?239) (452'29) / /
AL S i (23873'2694) (24765/3227) / / (18793é139) (19841/é239) / /
71 2 1 5 (%) 0.959 0.327 0.685  0.408
e (14f/294) (142/%27) / / (15423'2939) (10433/'2139) / /
e (153?/2294) (18??/%27) / / (12573;2139) (13566/539) / /
PRHEGE 7 % (%) 20530  <0.001 3.606  0.316
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RS (12%1/5394) (195335927) / ! (11413;39) (11‘5539) / /
AR (15501/2)94) (1133‘}'3?27) / / (11453'2139) (93/12@9) ! !
RERCE RS (196;'2594) (1;/'3927) ! ! (132639) (16‘5/5739) ! /
LEEL R onow s ! ! e (6 / /

3.2. BFIGFREBELE:

28 PSM ¥ BELRRRIE S, HE— D LA Bh a4 R . S5 EoR, PGT-SR 41 R HHEUH 2 2 1%
T PGT-A 41(41.0% vs. 51.5%, P = 0.022). fEUFURSS R /7T, PGT-SR 4H [1)R:HL O & H A2 4b I 8% 22 (48.5%
VS. 36.8%, P = 0.010) FI43 #4488 HHAE AL I 4R 2R (74.8% vs. 63.3%, P = 0.032)1 2 # =T PGT-A 4. [,
PGT-SR ZH 4 H 51 J& 39 F) 1 PR U Uk 26 1 (2. 2 B 151 (43.1% vs. 33.9%, P = 0.039). PIALLE ™ 2 Jd % L1
ERTG R (% 2).

Table 2. Comparison of pregnancy outcomes between PGT-SR and PGT-A groups (After PSM)
% 2. PGT-SR ¢A % PGT-A tHITIREE B (PSM B)

i H PGT-SR 41 PGT-A 4 V! P1a
1 gm0 239 239 / /
R R JE A% 155 139 / /
AU YR 116 88 / /
A3 5N JE (%) 48.5 (116/239) 36.8 (88/239) 6.704 0.010
R JE (%) 74.8 (116/155) 63.3 (88/139) 4.586 0.032
Il PRAEYR 103 81 / /
5 HY 90 A 193 (%) 43.1 (103/239) 33.9 (81/239) 4.277 0.039
B (%) 66.5 (103/155) 58.3 (81/139) 2.093 0.148
= 2(%) 9.7 (10/103) 12.3 (10/81) 0.325 0.568
i 82 68 / /
HRION B H(%) 34.3 (82/239) 28.5 (68/239) 1.904 0.168
RFEAH W (%) 52.9 (82/155) 48.9 (68/139) 0.465 0.495
e HTEL T 2 (%) 41 (98/239) 51.5 (123/239) 5.260 0.022
P IE % AR i o 3518k 101 108 / /
AT IR (%) 87.1 (88/101) 76.9 (83/108) 3.705 0.054
I PRUE 4R (%) 78.2 (79/101) 70.4 (76/108) 1.677 0.195
W= 26(%) 6.3 (5/79) 13.2 (10/76) 2.067 0.151
T2 (%) 65.3 (66/101) 59.3 (64/108) 0.823 0.364
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3.3. FEIZGNLABIT LA ELRHE

BB IRYE 5 A KA B S A R G A EAMM B 5 A WA . P RGATHN, PGT-SR 4H(n=
50)5 PGT-A 4(n = 45)) B L7 6. BMI. B:fili A 0 b FE bR . SROPECARHEIN 77 RIS L R #E &
¥ R(P>0.05); [EFE, AL SAFAN, PGT-SR 41(n=189)5 PGT-A 4H(n = 194) (1) & I £k 5 b5
WIEF] T RIFHHERA(P > 0.05) (W7 3).

Table 3. Comparison of baseline characteristics between PGT-SR and PGT-A in different types of chromosomal translocations
%= 3. FRIRBHEZHIERIT PGT-SR 5 PGT-A EKIFERELE

B RGN MH A 2H
Wi
PGT-SR#4l  PGT-A 4l PGT-SR4l PGT-A 4l
TSR POTANL apm i POUSEN PSTAML g e
" 30 29 B 30 29 B
TR (28, 33) (26,325 1502 0.133 (27.33) (27, 34) 0.060 0.952
" 30 29 B 31 31 B
BT (29, 34) (27.335) 1.422  0.155 (28, 33) (27.33.25) 0.511  0.609
2215 213 22 223
BMI (201,235) (20,2365) 074 0283 43544y (2005 242) 0134 089%
6.32 6.79 6.77 7.03
bFSH (5.655, 8.2325) (5.995,7.58) 023° 0814 5o9'g035) (6.02,849) 1489 0136
4.435 (3.4, 42 B 4.98 4705
bLH 6.26) 3.06,604) 0201 0840 (353%6 33y (3396255 089 0276
2087.5 2062.5 7100 2100
Gn fa ki (1800, (189375, 0201 0840 Ol (1800, 0827 0408
2543.75) 2625) ! 2631.25)
‘ 10 10 10 10
Gn i ] ©.10) ooy  oer omse  l0 01125 0523 0501
13 12 B 14 14 B
RN EL (975, 18) (6.18.5) 1.038  0.299 (9, 20) ©. 21) 0.002  0.998
AT 1 (%) 3.492  0.062 3.136  0.077
‘ 50.0 68.9 46.0 371
itk (25/50) (31/45) / / (87/189)  (72/194) / /
‘ 50.0 311 54.0 62.9
otk (25/50) (14/45) / / (102/189)  (122/194) / /
TREHEGE 77 2 (%) 1979  0.441 3601 0.318
‘ 54.0 48.9 444 50.0
oy
K (27/50) (22/45) / / (84/189)  (97/194) / /
s 46.0 467 487 402
CEULRES (23/50) (21/45) / / (92/189)  (78/194) / /
o 44 5.8 7.2
T
AR T 5 0 (2/45) / / (11/189)  (14/194) / /
e 11 26
1R T % 0 0 / / 2/is9) /1o / /
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34. NESGMUEBTANSERESIRKE S

EP IR G AW A T, PGT-SR 41 2PN H 23 =T PGT-A 4(75.5% vs. 65.1%, P < 0.001), {HILyEH:
IE% R B ZET PGT-A 41(17.3% vs. 29.5%, P = 0.002). Pi4L7E & WdiRE: Rfabr LY LS %255

TEAHE S AP, PGT-SR R 2 1 34 . HSLm = Fabr i 1K) 2PN #(77.0% vs. 73.8%, P
=0.012) F ] B A IR AR 2 (17.7% vs. 13.1%, P = 0.004)¥ & & T PGT-A 4. b4k, PGT-SR 4 [ 4FHL bR
AR (P = 0.029) X AR A W AE AL IR R (P = 0.016) /N B & 5 T PGT-A 4. HEEREMZ, £
FAEFRRA I A, PGT-SR 1™ % 2 # KT PGT-A 41(5.0% vs. 17.2%, P = 0.034) (.7 4).

Table 4. Comparison of embryological and pregnancy outcomes between PGT-SR and PGT-A in different types of chromosomal
translocations

%= 4. FNEERBAEZAMLEIT PGT-SR 5 PGT-A MRS 150 R IR FEL i

o BN L HH AL
PGT-SR41  PGT-A#4l A P{A PGT-SR 41 PGT-A4  2MH PMA
B GR J& A% 50 45 / / 189 194 / /
FoAeL B 44 32 / / 111 107 / /
EINTIRSE 718 605 / / 2859 2928 / /
MII 53 (%)  80.1(575/718) 77.2 (467/605) 1.643 0.200 77.7 (2221/2859) 77.3 (2264/2928) 0.109 0.742
2PN (%) 75.5 (434/575) 65.1 (304/467) 13.442 <0.001 77.0 (1710/2221) 73.8 (1670/2264) 6.296 0.012
TR iR % 289 193 / / 1086 969 / /
W IEW (%)  17.3(50/289) 29.5(57/193) 10.026 0.002 10.6 (115/1086)  13.1 (127/969) 3.123 0.077
A HEAA S (%)  31.5(91/289) 29.5(57/193) 0.208 0.649 17.7 (192/1086)  13.1 (127/969) 8.167 0.004
A AT IR 29 20 / / 87 68 / /
KEECHN (%)  58.0 (29/50)  44.4 (20/45) 1.743 0.187  46.0 (87/189)  35.1(68/194) 4.791 0.029
SRFM(%)  65.9(29/44) 625(20/32) 0.094 0.759  78.4(87/111)  63.6 (68/107) 5.829 0.016
I PR3 G 26 18 / / 77 63 / /
SEECHN (%)  52.0 (26/50)  40.0 (18/45) 1.372 0.242  40.7 (77/189)  32.5(63/194) 2.821 0.093
R MH(%)  59.1(26/44) 56.3(18/32) 0.061 0.804  69.4 (77/111) 58.9 (63/107) 2.610 0.106
W= (%) 15.4 (4/26) 0 1.469 0.226 7.8 (6/77) 15.9 (10/63)  2.235 0.135
i 21 18 / / 61 50 / /
FEELOPE (%)  42.0 (21/50)  40.0 (18/45) 0.039 0.843  32.3(61/189)  25.8(50/194) 1.966 0.161
SRRENI(%)  47.7(21/44) 56.3(18/32) 0539 0.463 550 (61/111)  46.7 (50/107) 1.475 0.225
FIWIEUE % (%)  26.0 (13/50) 422 (19/45) 2.790 0.095 450 (85/189)  53.6 (104/194) 2.856 0.091
P A 1IE 5 IR NI ) 04 25 26 / / 76 82 / /
AACUTIRF (%)  84.0 (21/25)  76.9 (20/26)  0.080 0.777  88.2 (67/76) 76.8 (63/82)  3.472 0.062
IGRIEGR% (%)  76.0 (19/25)  69.2 (18/26) 0.293 0.588  78.9 (60/76) 70.7 (58/82)  1.408 0.235
T2 (%) 10.5 (2/19) 0 (0/18) 0.473  0.491 5.0 (3/60) 17.2 (10/58)  4.508 0.034
T Z (%) 64.0 (16/25)  69.2 (18/26) 0.157 0.692  65.8 (50/76) 56.1 (46/82)  1.554 0.213
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3.5. PGT-SR HAFRIEE RIS IR VGRS BELR

fE PGT-SR AW, it LB 58 4 IR W IR IR 55 & MR IR IRE: . iR E/R, BHEEAIE
W RGO A A IR R 2 v T R G 41(87.1% vs. 71.0%, P = 0.035); b4k, SE4 IEH IRIGA RIS
FE R T A IR AR 41(65.3% vs. 41.9%, P = 0.020). P§4LAE I R IR AL R 12 R LS
FR X (WA 5).
Table 5. Comparison of clinical outcomes between transfer of completely normal embryos and carrier embryos within the

PGT-SR
%< 5. PGT-SR AT IE £t hs 5% & R IE R & BELE

B gE| Bt s e R I A Pt 5 I R 2 7HE P1E
LEZV=Np L 101 31 / /
HE AL AR IR (%) 87.1 (88/101) 71.0 (22/31) 4.460 0.035
115 R S 4% (%) 78.2 (79/101) 64.5 (20/31) 2.375 0.123
W= (%) 6.3 (5/79) 20.0 (4/20) 2.144 0.143
T (%) 65.3 (66/101) 41.9 (13/31) 5.410 0.020

3.6. IEERIEIREMEZER Logistic EYA5 4

kIS UE PGT HBE AT I R4S JR AR AL DTHRIFHERR IR 28 T4, 2R3 Logistic BIA3 T EIR, 1
RIE T 746 . BMIL G287 & 2PN FEERF G, AR 5l AR IR 3R I H 25 SRR (P =
0.039, OR =1.381), ] 2PN #8545 H AR Fa AR AE AL 35 oK L S 2 37 520 (P > 0.05), 1X— &5 REPIE T PGT-
SR HEE 5 Il AR 3K i 7] B AR AEEAH G (WL 22 6).

Table 6. Multivariate Logistic regression analysis of factors influencing clinical pregnancy
= 6. ImAREIRFZME R ZER Logistic BYF 347

Bl pE SE Wald 18 P OR 1{#(95% CI)
(PGT-SR) 0.323 0.157 4.250 0.039 1.381 (1.016~1.877)
etk 5 AR RU(F IR 5 1) -0.053 0.328 0.026 0.872 0.949 (0.499~1.805)
LT 0.003 0.039 0.006 0.937 1.003 (0.929~1.083)
i BMI -0.057 0.050 1.278 0.258 0.945 (0.857~1.042)
2PN # 0.033 0.050 0.444 0.505 1.034 (0.937~1.140)

4. 71ig

AWFFE PSM BAFI M B, Xtttk S EaiE, 5 PGT-A SugAHEL, KA PGT-SR Mg
5 S Bh A WIRCR A SR, HLALAE et de b R IAE
4.1. PGT-SR KR RITIRRIIZE B AN ERES

REAE IR RIEAL PGT-SR K 5 B & R AR S8 “T MR o SR, ABF7H PGT-SR 411
JE BB 0 3T PGT-A 41(41.0% vs. 51.5%). XAJEEHE TP H: H— NEARMH, PGT-
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SR (BT 5 A4 2R 3 b B v IR FEE U ) o B 28 R il SR VA, A 0D 1 B PGT-A AR BRI (W45 5 &
WNE RN R R 7 E) BB E S, 15 T 12Wie 3 [8]-[14]; H N mfy, WP Ky
AZA o PGT-SR AL Bl 52 K 26 (2PN 28) i i =1, W R HR7x BB A B h PGT-A AN T HZ &
I FPEDR OS5 &= 2) i, $Ek PGT-SR B Z S Tr i, 3R25 T 5208 % ICSI BiAR B fAf
T (EP B HARLT)

B ERFTRET IR IR IR AR 3, AR 5T IE 2 R 5% Logistic [BHIEAT T BURIE ST . 45 5IESE,
2PN =R {38 2 %o} fi £ e PR AT Wk 45 oy 9 TG S 3 B ST 520 (P = 0.505),  TIAERZIE T 2PN %, 4E#% & BMI 4§
MWAEE G, PGT-SR HHEAHNT T PGT-A KGRI F K ZAF2 [ (OR = 1.381, P = 0.039). 1X—43#1A JyHh[al
BT ORT “HARTIE B AR B S BRI 85 7 BEE, #E— D ENIE T PGT-SR fE QL fiufk 5 fir
T, A HE R R A M e R R, W SRR S S MR B T B R AR .

4.2. PGT-SR B E S B HZHR A~ RIMER

WA, MHE G AR 2 PGT-SR HiAR M AR a N#E . RAE A MIGREREME Y, |
EREIE T IR AT, PGT-SR 4R/~ # B Z KT PGT-A 41(5.0% vs. 17.2%). & T ILA &% 551
WRIHER,  AHF FEA I ™ 26 22 3 T e S A 23 R K R BR A OC: PGT-A TETR A AH B 5 A7 A sk
AT BRI 2 <5 Mb [ BB T REAELE SR PR 1Ml PGT-SR ik HH (R HE 1R il B 708 38 B AR 35
[15]-[19] X —HLHIERE BAF & UATE L 88, EAE AR AR —FHER, H BRI A 5 SR et

—HEK.
4.3. BRIBERTSHHLZ BEERNEER W

ABEFI— UE BRI, 564 1 IR IR B 1 580 4 00 TP 2 A #5575 # G - PGT-SR 4 N %L
PEXT AR ST, FEHE 58 45 158 IRIA 035 72 RiE 65.3%, 3% m T & IR 41.9% (P =0.020). %45 11k
TN, R IR AR L R B L 4R T, (H G o R I 2 55 BT T B R AR OO SR o AR L o B RN
R MEAE EAE M 2, SRRt FE IR G 82K B RE[20]-[22]. BRI, IR PRM H PGT-SR i ANE T
RO A IEE A, RA R «FHWTEHE . MRk RN E .

4.4. FPRYE

AW FAFE—ERRYE: Bk, RERH T PSM il CLRNR A, (H BB 547 6 i 46 i B AR
MBI R, ok, ZIRT AL SR, PRI B R &G 77 0 EL i b TT BEAEAE G i A I AL
Re(Power) AR I, AR i 2ty REEARRIBEALM RIS (RCT) LA — P50 1F PGT-SR 1E i35 izt
WS4 e P R 3R 3
5. &g

25 LRTR, AHIE SRR T ) 1 1 3 DE BC A Rz i S 2 VR A TR 3 RS, o Ttk B 4717 ¥ , PGT-
SR 3 5 FE ALK P o S 2R B B v (A S AR SRR BSCR A ORI . U LAEAR B G ML A, PGT-SR Sl o
5 IEH MRS 5 AR R I GeiE 22 060G, RV B s RS FAME . 4k, FIF PGT-SR FEHEEL
B R B RN “ e 1B Wi, feilt—buasEiEr =g R, Kk, XYoot o g
W, PGT-SR SIS Al REAE SEILI AL BHMT I RIS, A B IR AT GRS =, AR S G RN S % M E .
A

ABFATE MR IR T ) HISEA R
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