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Abstract

The kidney, spleen and bursa of fabricius samples were collected from diseased chickens on a
farm in Beijing suburban areas. A wild strain of infectious bursal disease virus (IBDV), temporarily
called BY-2015-1, was isolated by embryonic inoculation and identified via RT-PCR assay and se-
quence analysis. Gene sequence analysis of VP2 showed that the homology between BY-2015-1
and OKYM strains was 97.7%. The amino acid sequence analysis of VP2 high variable region indi-
cated that BY-2015-1 isolate had similar characteristics of very virulent strains, suggesting that
the isolate might be a circulating virulent strain in the flocks on the farm. The isolation and identi-
fication of IBDV BY-2015-1 strain would help to prevent and control IBDV in the local areas.
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5 Y PR IRZE 5 (1BD) & —Ff 3 T2 A 5 40 XS (1) 2k FEAR YR 20, A RRIE T 1962 4 [1], XHK
“BAZRE” o FRET 1979 SEFFAAHBILR, FF T L2 90 SEARATAB R ERIR[2] o I IR A et
IRFENT A EE(IBDV), 12075 7 30 i 45 97 FEHE 4H MR g S e 4], AT (50 S50 XS 1 5 1 %of FL At J5 1) 2 v
[3]. IBDV J& T X RNA R EERFHE W RNA R EEB[4], FEFEAH A F B AN B, A Fr B AN
SR HEL R . B — NP AR g A S AR S M R B VPS, B - ANgmAg4) 100 kDa 1)
PVP2-VP4-VP3 ik, Gl VP4 & (/KA 5 & 1 VP2, VP3. VP4 [5] [6]. B H Btgmhd i &t & 1 VPL,
& RNA BAEHEE 7).

fe R I R T, RNA 53 1 5 RS A A 4508 B H I — 93 8 1tk AR RF B A HE S AR
IFFAE[8]. IBDV [RA: F LKA DR A 7, BUREEE /e, XMAERS 1BDV £RFA VP2 m48
XA K9] [10]. AHFFE AL — R WAG35H40 85 T —H1k IBDV, F0 AT THIEHI%E
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TR T AL RE RIS I A MG . A . VR IR R, SEIR AT F 200 LA Taq . ¥
RGN E Takara A7, HZUA0H RNA $EEGAA & B b5 LESE A .
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B S 7k IR BE T K B 1) PBS HAff 8%, —80°C Ik B ¥k =X, 5000 rpm/min 5.0 10 min, JCRH L
&, BN 10,000 U/mL IEEE R, T 4CIEA 4h, £ 0.22 um fLARIESS I 8514 T-80°C . HUALFE 5
(R BRI T 10 Hik SPR SRR BIRFEME L, FragRFET 5 W42 98 6 R B J S IR A (R0 975 48 o
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4 GeneBank I IBDV SegA F B:(NO: EU595672)[117 51151t IBDV VP2 5141, Tiiit3 48 Be ol 1469 bp,
LUE514: 5’ ATGACAAACCTGCAAGATCAAACCCS’, NiF5|#): 5’CCTTATGGCCCGGATTATGTCTTTS .
PR AR L L 8B JRFEFE ) RNA HE L%, DIAFEIR) cDNA Jufsiti, H VP2 514 TR 94 . RNA
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By AR VP2 BBt AT IR, FIF DNAMAN BV 55544, % BY-2015-1 #%5 IBDV &
FEEEPE UK661. OKYM. HK46, Z£ULEitk, AR, MG 11 5 OH S5 VP2 R . AR 71
fTEext, LRt .
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3. WENBES5LE
oA PR TR P A 5 , X R 28 T R B A o IR 4 B S 18 5, HH L 1BDV 5 5 1 M R AR (L 1 1)

PEHUR A 2R 8T R BRI RNA 34T RT-PCR, 314 HY 5 14 /ISR 14 S 2 (L 14 2) o
3.2. ZHEREEBRFIISHh

IBDV SR EFHRAE 222, 256+ 294, 299 H A VUNMRFEMEZ IR, 77508 A I 1L S, X 4 DNEER
{F1S B SR B R IO S A R AR AR, AT SR ORI 38 [11] . /AT 4 B Ak VP2 48 X & R 7 71 R B
HRB R MO SR SRR E R (WL 3). HEALME 20Tt R 20 B bk 5 AR TR Mk OKYM.,
UK661. HK46 55)& T [F—dkb 7 s (WL 1] 4) .

Figure 1. Inoculation of SPF chicken embryos with samples via chorioallantoic
membrane. (A) SPF chicken embryo chorioallantoic membrane inoculated with samples
and cultured for 72 h, (B) normal SPF chicken embryo chorioallantoic membrane
inoculated with sterile PBS as controls
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Figure 2. Amplification of IBDV vp2 by PCR. M:
DNA Marker Il1; 1-3: Cloning of VP2; 4: Negative
control
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BY-2015- 1 PRVYTITAARBIDYQFSSQYQNGGVTITLFSANIDAI
UK661 PRY YTITAADDYQFSSQVYQGGVTITLFSANIDAI
OKYM PRV YTITAADDYQFSSQYQPGGVTITLFSANIDAI
5270 PRVYTITAADDYQFSSQYQPGGVTITLFSANIDAI
BT PRVYTITAADDYQFSSQYQPGGVTITLFSANIDAI
CEF94 PRV YTITAADDYQFSSQYQPGGVTITLFSANIDAI
Cu-l PRVYTITAADDYQFSSQYQPGGVTITLFSANIDAI
Gx PRYYTITAADDYQFSSQYQEGGVTITLFSANIDATI
HK46 PRVYTITAADDYQFSSQYQMGGVTITLFSANIDAL
VaiantE PRVYTITAADRVQrssQyYQEGGVTITLFSANIDAI
2422 2562a
BY-2015-1TSLSIGGELVFQTsvQGLlieaTiYyLIicFDGTA VI
Uke6l TSLsIGGELVFQTsvQoLlflteativiierpeTav:
okyM TSLsI1GGELVFQTsVQGLfteativiierpeTAav!
5270 TSLSIGGELVFQTSVQGLVLGATIYLIGEDGTAVI
Bs7 TsSLsffccErvrQrsvBloLviGcAaTIYLIGFEDGTA VI
ceFd TsLsflecervrgersvBleLvieaTIiviIGEDGTA VT
col TsLSflecervrQrsvflorvicativyiiorpe TRV
ex TstsicoervFQTsvQeoitlicartiviigrnoTav
HKss TSLSIGGELVFQTsvQGLlieartivyLrigrDpeTA V]
vaiantE TsLSfocrrvriBrsveBivicartifiicrpaTav:
294aa 29%aa
BY-20151 TRAVAADNGLTAGTDNLMPENIVIPTSEITQPITS
UK66l TRAVAADNGLTAGTDNLMPENIVIPTSEITQPITS
OKYM TRAVAADNGLTAGTDNLMPENIVIPTSEITQPITS
5270 TRAVAADNGLTAGTDNLMPEN@vieTferTQR1 TS
Bs7 TRavasBnerTHeotoncmrrx@vietBeriTQPrITS
ceros TRavAAfNGLTHoroNLBrrnivieTfEiTQPITS
ceit TRaAVvAABINGLr THeroNxivrrNBvis tfErToRITS
Gx TRAVAADNGLTAGTDNLMPENIVIPTSEITQPRPITS
HK46 TRAVAADNGLTAGTDNLMPENIVIPTSEITQPITS
variantE TRAVAAQNGLTaAcloviMmerxfivierTlEITQPITS
LR
BY-20151 IKLEIVTSKSGGQAGDQM[SWSASGS[LAVTIHGGNY
UKl IKLEIVTSKSGGQAGDQM|SWSASGS[LAVTIHGGNY
OKYM IKLEIVTSKSGGQAGDQM[SWSASGS[LAVTIHGGNY
5270 IKLEIVTSKSGGQAGDQM|SWSASGS[LAVTIHGGNY
B7 IKLEIVTSKkscGoQacepoMswsafosltavriinceny
CEFo4 IKLEIVTSKSGGQaGDQMswsaABleslLavriacaeny
Cel IKLEIVTSKSGGQAGDQMswWsAos[LavTiHGGNY
Gx IKLEIVISKSGGQAGDQM|SWSASGSLAVTIHGGNY
HK46 IKLEIVISKSGGQAGDQM[SWSASGSLAVTIHGGNY
variantE 1KLEIVTsksfoeoacBamMswsascsravTinecaoNy

Figure 3. The amino acid sequence analysis of VP2 hypervariable region
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Figure 4. The systemic cladogram analysis of VP2 genes between IBDV strains
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