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Abstract

Soil is a key component of ecosystem. It is not only the most active interface for material circula-
tion and energy transportation, but also the substrate and space for animals and plants to survive,
and has extremely rich biodiversity. Soil occupies the central position of the key zone in the entire
nature, which carries about 90% of the pollutants. At the same time, it is an important “source” for
the migration and transformation of pollutants to the atmosphere, water and other environmental
media. This article discussed the drug resistance mechanism of bacteria and the transmission route
of antibiotic resistance genes, taking antibiotics, heavy metals and organics as representatives to
discuss the impact of major pollutants in the soil on the transmission of drug resistance genes, in
order to provide guidance for public health and environmental safety.
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1. 51§

BT IR DI RE RIS, B Y5 AN B R e T RR B A A, B R R AR
BRGIE AR IR, IF H2eidid 2 00 2 57 & 40 (A e B S5) s N r=4E fa 35 1]

AR -5 e R, IS YR BT S AL By A HLS R AR S Y = K28 ML
G E SRR S B Is Ye(dE . B, . 8. Bl RE)NE. B0, BYSREERKZ. 2R
PR ZH RSN, TFR, APiE i AT EN, P75 G R s — i iRk as E4EY
MEABA TN LIRSS, WA AES RGP, SELIERIM—Fh5 R IR (2], PUA T 255 R 2
AW G AR, AR 2006 4F, AR R PUMEEERE NI o R A YS e R e, B bR X
PrAE R PUPESE R 7E A S S0 A2 GV AR B H 253, S EAMELL, B o TAETF RN, AHCHT
FUIRD AR R AR P9 IR AR T

Pk i 245 25 [F (Antibiotic Resistance Genes, ARGS)7EA A B LR . I MY B N EERA
WP AR EERFZE. [ 2006 4-LIK, ARGs FILATTREAR 5L Fe 5545 s i 2 DA i i 4575 G
Yok 2, BRAN A OGHE I E 22 ARGs TEIR AR L IIREA , HBEE B 78 AR N, B 7L #4111 2] ARGs
xof H AR R A e Y, LML ARGs Ik fEE, Mt ARGs B4 . TR A B B
rIi[3]e ARGs A FF N NENRIMERE T A BB SAF IR 36 . DU gE B A it R A
fE A, mid R ARGS (L1645 540, AMNEDUIE I I8 I KT H M AL s 4 UK T, 1Kt 2 3845
PEPUEAL 4], ARG, FREEIR, AP RR AR 4N B Y ARGs 5 & 4% 3 45 HoAth 2
WEM, il R RIZ Y, H AR AK[5].

T BREREE P BTR B Lo A RS e RN R K AN E IR B ST R R T, T R L i 24 48
B A ARGs [I7/=4. BEF HIRAEBIABS YR, ARGs fE H3Erf (L% JTRE Ay BhL A2 15 58 0
ko WHRURI, BRbrAEzsr, HEEJE6]. GPKBUR[7]. B FRAA[8]. A4 BRI [91 ANV 73 71)[10]#8 2=
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SN POV D] AR

ARSCRIR T A0 B IO 25 HUR AT BRI 25 2 R (R 3k s e, JFUTAER . EEMAHNAE,
PRI 3 B G HU A SR 25 5 AR AR I e, YD 28 A BT R P 3A B 22 a3t ki &, (HER
B et P R PUTESE D B3 WL 1 AN IR, Ay BEASTIE 70 51 S AT T A0 ) BE 2 O

2. B E R

YR IRAFIN 25 5L R (R EEATWIRD . 55— PR MR RRMEIE /1R, AT 4aAfr, HENE
B RIE SRR AR B MR R R R TR B AR H, i 24 38 DR 4% 0 o B3
BRK R . A AR ORISR S U 25 35 R 4%, o = Fa e 24 3 Rk vl B 3l o (O e
T FRANES TR, IF BREWS RN AR (K BRI K P AR 4% o (SRR BT P ) S 80 B R SE A
ZRAFH ARGS )35 B LR R 233 B 25 5 IR bk 32 IOAR 4%, A5 2 Pk R PUhE R R i KT 3%
Al REA 2 S8 ARGs V5 4L i 3= B IR K.

— Rk, MEACFEBREE A S B S.

AR TR ARGS IR 2] DNA i B2 fil % 76 2 AR UK TR K R, 4008 1082 5 L R 3 5 L
BRI SR SO (kL R T RS 1) IBITEEA RS, ARGs ANMUFTLAES @ #EHs, 1 HL AT DA GE
22 IRPAVE R B 22 ICPATE B [11]. SEH KU, SO HB 5T ARGS f& IR iR K #8272 [12].

FEAY R i AT B2 A5 IO A0 T B B2 DA BT 00T B9 DNA (R F2 o b iTh R AE I & 46— —
B2V TR V0 B P S P 1 K, Kb TR S (R BB R S N Ca¥ R M), #E% 232 DNA (it
N CRETFREREFE DNA. XL DNA 5 4R 5 F 715 (1) DNA BEREF, W3 805 AR
IREZR A R [13] [14].
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MR SR T2 R T WERE AR I T R A 2R, DNA i 3 B 6]

3. TIBRFE RSP ARGS HIFAT
31 HiEE
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FRW], PUERIRE SN RIMF R IEASR, It — D B 255 KL 3% [17]

32. E€R
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fr, SURRIIPUE R A E & )R FIILFRI SRS 7772 ARGs £ 6 Mk i A 7H A &4k 1) 3= 2L 2 [20]
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H 55 P UM R DR SR AL B 3 A2 6 55°C [31], B 12677 R I TRk 6, A R sty Mom
/> ARGS LR — ST B A T, FLKIN 10 IR M Tl 5 P Fg 40 24 72 [32].
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