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Abstract

In order to understand the pathogenicity of Aeromonas hydrophila from giant salamander in
Chongqing to several animals and damage to organs of the American frog tissue and sensitivity
to commonly used drugs, two strains of TG-2, TG-5 were isolated and identified from dead giant
salamander. Biochemical characteristics were determined by 16srRNA sequencing and
BIOFOSUN-GN-48. Squid, mouse and frog were inoculated, and drug susceptibility test was made.
The results showed that all of the 2 strains were Aeromonas hydrophila. TG-5 Killed 70% of cru-
cian carp, 40% of frogs and 100% of white mice. TG-2 Kkilled 80% of crucian carp, 70% of frogs and
100% of white mice. Histopathological observation showed that the frog’s liver tissue was severe-
ly necrotic; hepatocytoplasmic lysis and vacuolar degeneration occurred; cell nucleus fragmented;
distribution of hepatic cord was disordered; hepatic sinus dilated; hyperemia was found in the
kidney mesenchyme; renal capsule dilated; epithelial cells were enlarged; vacuolar degeneration
was observed; and there was a protein exudation in the renal tubules. The results of 21 drug sen-
sitivity tests showed that TG-2 was highly sensitive to cefoperazone, ceftriaxone, ceftazidime, mi-
nocycline, ceftazidime, and polymyxin B. TG-5 was sensitive to polymyxin B, ceftazidime, and cef-
tazidime. Others showed strong resistance.
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N T FRE R KB K S MR X LR3I B BUR MR S8 ek 4H SR 2% i 35 3 DA Kot 8 R A i U,
MEBRIE T KA B A EHHRETG-2, TG-5, FH16srRNAJIE, 3£/# FIBIOFOSUN-GN-48% &tk %l
EAEARENE; BMila. NRMEERGERR, SRER2KEIAEKSERE. TG-S A5
T270%, HEEFT-40%, HMARIT-100%. TG-2RfEHEILT-80%, HIFLT-70%, HNERILT-100%:;
HLURBEME RN, BFARKITE, FHARRER, HASETHE, SRR, FES MR
FrimSEY-3k, FEBRMLERM. Hifl, T EEY K, EERAMX, =0EFE, SMNEEAEEAY
B 20MEMBERRR SRR, TG-2XLfIRmE. LA, kffhne., KiEFH R, Lffhe. £
HWHERBEEBUR, TG-5XEZHERB. Lfufhme. Sk, HihH 2P HBGRM 21

Xiin
REKSEME, SEEE, WEY S, AR
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1. 5|18

T & KW (Andrias davidianus) &8 HESIIPIAN, R H, FRERERL, B, B5A4:rb E SR 3 FE Ry
AR, FINE KRR, IEAERIIT . S AR 705507 T A3 5 B2 R R
o TN TFRGE KRB BA W i E - AN E 1], ek, BiE N IR, FRIE R
RIS IR A BRI B, A 7 r 7 A T2 AT B 70 A P I 5 (2] T 245 T ek J o i) ot e ™
X MG ) i RIS AE T R AN BRUSE R, 9 T RO RAT 55 A 3 T 1 U o St K A e &5 5

AR FUAE B PR RE K58 5% 5 b R A KI5 B s S A T 3 o AT B8 B3 8 57 B 4 14
aife, WHBHTERA, TR, AL, . Seidk. /N BOR IR AN SE R B R ER . T
it AT T LA 110 ) S0 A R S Ao 25 DR R, DS B AR TR e S e A B A SO0 2 5 K
PRE T X SR M A AR 5 ORI 2 R B AR AL R AR IR, R SRR 9 P AR K A B F T Kt
JE B AT FL R AT AT 1k o WF T 40 R DU RS OB 2 97 08 L & B 53R (B2 0cHE X E PR X K 57
SV PR it R R 288 A PR R K A58 4 B s S 360 S F FE A7 AE A B L

2. MMERHE
2.1. TR

T DRI TR IR 18 R RO R o i R PSR B XAt SR 0 80 B, P ALK
15 eV fERESENE: HIRKIRHEY 40 B, ~FHRE 160 /. /NER: WHPERT KRB X SR
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OB R/NR 20 K, FHkE 18 g H.
2.2. Rl S5254

ZRREBNR. T IRBOBEER B . R AR B EHEBU SN B AL WIS R A BAR AR AR R#
%W« Premix Taq (Ex Taq Version 2.0). Forward Primer (1 x 10® mmol/uL). Reverse Primer (1 x 107
mmol/uL). dH,O, M H Fi#gA TAMEARRS AR A" 25804000 B AT AP sl R A R =
BIOFOSUN H 2/ 0% g A8 (1 B2 B 22 B FE A PR w])/(b o J PR BE L DX 3h )5 Tl 4 1
Ht),

2.3. 3k

23.1. KEREERHND B

MIRFER S HF R R B WL ISR S Eeph 2 LB 8597 5 PRk b, 28°CH59% 24 h~48 ho X
MAWAAN, EFIEHRS TGv TGy... TG,y RAFEMH . AT E 2L RYea, FALEFRLG . 2 REdLRE
IR HIMARES . IR T BSOS B IR AR A I

2.3.2. @& HHRMIRE

Vel@ Rt B T REMATRIIE 4 R, o BEEBOrH, e A . A KN IRA., & EX
4, B4 10 B B0 B E 0 BIEERT LB Wiz, 28°CHi 9% 24 h, ZIKHLh, B HEEHEZE 6x10° cfu/ml,
39908 X 6 2L ) £ Bl 6 AL PR R S R 0.2 mI/E[3 ] [RIRSS [RIER A 3 S S AR B AR K T X IR A, S TR
ANES . WEREBE TR -

233. TEENEE

F PCR #"14 16SrRNA F1 BIOFOSUN A: 1k £ 4t %5 5 X} 43 B9 1 o] SBUZE T I E0W B TG-2. TG-5 #H4T
Y%5E . R TAKARA AF] 50 pl RNAKRR, ¥ TG-2. TG-5 BB FRUF I BB TE 2N 50 ul ISR, 42
RIS, NG, 76 PCR A3, BfebE e b ik, o ORIE D202 h E ¥ e is i Bifg 2k T
YR ARARAT, % PCR PZWIHETIRE . 76 NCBI ¥ Fe J5 B0 0 36 5 51 5 80808 1 _E i e e 97 3
A7 HEXT, 487 F DNASTAR 1) Megalign #EAT BEACAR FRIR 2, AT 468 5 H B8 AP o Hcd AR 25RO TG-2.
TG-5 WK IIA BIOFOSUN-GN-48 LAY R G 5@ R 5%, 28°CH5 7% 24 h, BIOFOSUN fA=47) %5 5E 245107 Mt
PCEEEUR %, ATl 45

2.3.4. ERIE

FH K-B 4% F i [4], K S0% B R 275 92 W7, 28 CRE 9% 24 h, & IR HLHUE R E 1.5 x 10° cfu/ml,
T K R AR R BE I B VR 51 IR TRAE LB #5330, B IR 2 U 4Pl fE s FR B3R, EIRAE 28°C
3% 24 h~72h, HERERUNHEEMER, dxgR.

2.3.5. MERBURIAL

B EORHE R T LB WP 28°C1E 3% 24 h, #4538 IREL I E B BB 2 2.4 x 10° cfw/ml [3], K/NE
BIZ B WA A, IR AR KSR, XA, 4S5 2, R ER 0.2 m/A,
P S [ A 7D A5 e 5 B A B K T X IR AL, 2 AR IR AN o VE SR W0 /N BRI PE T K
2.3.6. EEERURMEIR Y AR REY] R HME

BERHE AT LB A7 28°CHs % 24 h, IR [ICHLIMVE K B REE 1.5 x 107 cfu/ml [5]KHfd
FE e B A A, R A FRER KT IR . SR, B 10 B, 2 BRI A B S ik
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FAEST, BRI 0.2 mU/RE. RIS [R5 B A B K T 4L, 2 IR AL A S TS A
SULRIERIFE T AT O BT B R, U™ E R ARAL, BN 10%H /R Bk, Bk, R
BB LR LR CBEI K, JEIR AN 2R 30 min BEATEN], FHRABIALRIDE 5 A b b T R (0 1
TR e, ZRALZUIATI ALY, EIREEEIF VR PR, HE Jeth, S22 s H g
HAHL 2.

3. &R
3.1. KEREENIBELER

MEEIRIE TR VL BFy BB T B B AR AR KRR, P AT 2 R R
EEEIRES . FREYLR IR, WM. AR 70 XRS5 A A S A B A AR A I, 3R75 6
PR . BH% 5N TG-1. TG-2. TG-3. TG-4. TG-5. TG-6 (£ 1).

Table 1. Culture characteristics of pathogenic bacteria

= 1. mREEFRAENE

i [EL7S
TG-1 TG-2 TG-3 TG-4 TG-5 TG-6
2 ety - - - - - -
EALRE + + + + + -
FREYL + + + + + +
il - B - - a -
HEME + + + + + +
5 EE XMk K/A() K/A() K/AC) K/K(-) K/AC) K/K(-)

W KA R RATERE, Aamalhl, KK AR RERE SN, A7 O

3.2. @ HHMRNEER

TG-5 FFRASE Tt AR i, BRIRFE M, FIRnT WL, TR (AR e, i T Rk
RIMAKL . TG-2 FWHRAIE T AR ™ H, RERFRM I, 8555wk . Sk n] RoKEmMEEK,
KA, AT I, BRI E R MR AL, WIS A it o Hopth LA B AR e 26 S nt i 2H T 3
T2, SR ER TG-2 5 TG-5 H NEUHRE(F 2).

3.3. 16SrRNA MIF L LR

¥ TG-2. TG-5 WARFE R A AT PCR § 1Y, P& B iE Ml sE AR v vk )5 27 H 19267 K/N2128 1500 bp
(WLE 1), & BilgAd TAY TREEARRSERAFNT, 192K/ 1453 pb. 1448 pb HIJF 5. FEik1
(R 5 51 7 NCBI & EL X FIEE 7041 TG-2 5 TG-5 57517 5 e N 99%, TG-2 5 TG-5 (1) 99%(1)
FFHIRIAALEE 9 99%. ¥ NCBI | TG-2 5 TG-5 HLX (1) 2E K /37 5 7E DNASTAR [ Megalign #E47 [R]J8 14
EEXF(ILIE 2). #F 16SIRNA 2K FEVEE > 99%, NEFMAIE . #TE 97%~98.9%, —HAFIEAFF!.
#r <95%, WIAIFEJE6].

TG-2 5 TG-5 By e [FVRPE B KC202278.1 ‘S8, & 98.9%. 98.5%. TG-2 Hl TG-5 M) [F]5 1 HE
AAE, HEUHAE—AS b GREHEER TN TG2 5 TGS HINZ X B I 1(Proteobacteria), "L
& P (Proteobacteria), "X, HME H (Aderomonas), S AN Fl(4eromonadaceae), =AM J&(Aderomonas)

DOI: 10.12677/amb.2019.82009 71 TRAEAI T


https://doi.org/10.12677/amb.2019.82009

HH g KSR B (Aeromonas hydrophila).

Table 2. Pathogenicity test of crucian carp

2. WlEKHEMEAEER

, » FFRIET ()
A5 31| & (ml) ESE7N e R FET 3
1 2 3 4 5-10

TG-1 10 0 0 0 0 0 0%
TG-2 10 6 4 0 0 0 80%
TG-3 10 0 0 0 0 0 0%

I 0.2
TG-4 10 0 0 0 0 0 0%
TG-5 10 5 3 0 0 0 70%
TG-6 10 0 0 0 0 0 0%

xR ZH 0.2 HEEEER K 10 0 0 0 0 0 0%

=HA 0 ¥ 10 0 0 0 0 0 0%

TG-2 TG-5 TG-5 TG-2 TG-2 M

2000

1000
750
500
250
100

Figure 1. 16SrRNA PCR amplification results of TG-2 and TG-5 strains
1. TG-2. TG-5 B#kHY 16SIRNA PCR 4 #E45R

AB698740.1  Aeromonas hydrophila gene for 16S ribosomal RNA, partial sequence, strain: z83c
FJ462702.1  Aeromonas hydrophila strain AKR1 16S ribosomal RNA gene, partial sequence
AY987765.1 Aeromonas sp. RK 70363 16S ribosomal RNA gene, complete sequence
AM179893.1 Aeromonas sp H1 partial 16S rRNA gene, isolate H1

KC202278.1 Aeromonas hydrophila strain S5-35 16S ribosomal RNA gene, partial sequence

TG-2
KP822822.1 Acromonas hydrophila strain UTMC 2268 16S ribosomal RNA gene, partial sequence

05 TG-5

0

Nudeolide Substitutions (x100)

Figure 2. Phylogenetic tree of 16STRNA gene sequence of TG-2 and TG-5
[ 2. TG-2. TG-5 Y 16SIRNA EEFFIRG 4 BH

34. EEHTEHLEEER
HURHE TG-2+ TG-5 HINH ZFAYET A H, FTLAR A BIOFOSUN #:2 A TR A R S e, HHRER
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7 24 h J5{¥ H BIOFOSUN F2E4) %5 € 25 8o B GBI 26 (L35 3+ % 4. 3£ 5). HR ¥ BIOFOSUN-GN48
SEMR UL 7R, FRFERL S > 0.5, ARG IR LR MR E <0.5, BEELR.

Table 3. BIOFOSUN GN-48 identification result of TG-2
5% 3. TG-2 BIOFOSUN GN-48 ¥ F 4R

i/ H5E & H5E
K - R +
i3 80 + a-FRE T -
N-Z B 3-D- FLp I V+ BT -
A e V+ PBRIETRR -
D- il - P-RRHEN 2 -
D-£1 4 % - D,L-7B& +
D- L hk + AR -
D-2L3LHE v+ WO B -
o-D-A & B + il 12— +
il + L-H & +
a-D-F 1k - L- ARt -2 4 21 +
EXa + LR & W e +
D-1 & ¥ + L-A 2R +
D-% ¥k - L-ZH %8 +
B-FIE-D- I v+ FeAE-L R =
D[] 2% P + L-3o 2R -
D-#3 74 - LA AR -
D -1l Z4E- I D-# 8% V+
i + y-EEE T -
Rk - JlIRE +
A R + i i R +
BREIRR 2l I JE +
it 2 SRR - D,L-a-H il B8 #h +
PR - a-D-H 5 - 1 R +
e 7 ORBATE, =7 BIME, CVET DARARFREAYE, V=" NARERRBIME,  “17 TR
Table 4. BIOFOSUN GN-48 identification result of TG-5
% 4. TG-5 BIOFOSUN GN-48 £ 4R
& e & H5E
7K - Ny -
-3 80 V- o-FRHETR -
N-Z. B 3-D-L ILp + BRIET W -
W I e + P T R _
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Continued
D] i e - P2 IEIK 2 R -
D-£1 4k —Hk - D,L-FLiR +
D- ¥ + [t -
D-}- 7L H + O HEmR -
o-D- i & + i i — 1% -
o + L-N &R V-
o-D-FLKE - L-N AR -2 5% 21 -
F + L-RABEIZ IR +
D-H B + L-H &% +
D-% —f - L-4 2 +
B-HHE-D-AI + I LR IR -
- 5 i i + L5 5R -
D-1f T H - L-ERE R -
D - 1L AURE- - D-#2 5% +
R + y-EIE TR -
K - JLF +
VA PR V- i f o R A V-
IR SR V- JE Iz -
it Sk - D,L-o- H i B G £ +
Frig R - oD~ A7 HE-1- WG 6 +
e 7 ONBATE, =7 RBANE, VT AARHRFRBRTE, V=T AAAERRIATE, ‘17 Arh AR
Table 5. Biochemical identification results of TG-2 and TG-5
#5.TG-2. TG-S £ ETEER
L3 IS M3 LiKCEEE PEB R4
/K S E DNA 520 61% 0.520 2.131
TG-2 I KSR DNA 35 —4 39% 0.334 2278
JR BT DNA B PU4H 0% 0.000 5.396
&K B DNA 55— 79% 0.606 3.518
TG-5 RS LR B DNA 55 SB 4 16% 0.117 4.061
KK HNEHE DNA 4 2% 0.013 4796

TG-2 HIFRMEECN 0.520, TG-5 KIAUEECN 0.606. P HIIRE#AR AT 0.5; B, TG-2 NIEK
SR DNA 58 40, TG-5 AWE/KHMIE DNA B2 # 48 MAAL S ST I (A AN IR RS 40 18 2
FMY SR PR (deromonas), HEEFN TG-2 WK E Mg KL Fh(4eromonas hydrophila subsp.
hydrophila), TG-5 W& /KS HHE TS S IF (Aeromonas hydrophila subsp. anaerogenes).
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3.5. AYPIARER

AR I A R AR WIS e, Z R ER B X PIA B BUR, Horh Sk fl g URE s . TG-2 XSk iR
B, kAt ihAR A RBURE R (LA 6).

Table 6. Drug sensitivity test results

6. BRI ER

Lk /RS
S H4 40 P LA /mm

ZHWEB 12.83
S5 0
TR 0
e fram bk 0
MRz 76 233
Wb 2 0
KMz 19.67
FRAR VI 0
RS 0
EUEIS N 14.67
BN 14.67
BrEER 20.67
TR 22.5
RREER 21.83
TR R 25.5
SR 7 0
kg 0
kAR AR 32.83
Skfafhne 32.83
kAR 34.67
kfkE 25.67

TG-2

T L
S

~ = ~ ~ = =

—

- 2514 b P8l 4%/ mm
13.83
0
0
0
10
0

17.67

20.5

15.17

TG-5

A DR

S

~ &~ ®~ ®»~ » » @ R =~ ® ® ® ® R

~

=

W RFRMZ, 1R, S Fmsuk.

3.6. PEBURIRIESER

TG-2 4/ B IR AR, BiE7e <,

ok, B EEEE . TG-5 4/ 5 TG-2 4L FALALE 7).

3.7. RERRRELSR

BEV, BRGEIL, BFRERPORHN, ARz E,

IS ZH A ek B P R DA R R FE 5, BRSSP 2 K 20, ATT IAIDU AR AL B R . TG-2 ik
e BRI KRR K, Beife T2 R RE, FTRRROC L, A R A K A R AL,
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PR, BRMMiK. TG-5 BFRAMEE MM CR ML AR, Braf, MK, Sz ik
8)s

Table 7. Pathogenic test in mice

#= 7. MREHARER

Fiilie ;. N HRIETHH(A)
2151 I ESR7S R oK
(ml) 1 2 3 4 5 6-14
TG-2 5 2 3 0 0 0 0 100%
I 4 0.2
TG-5 5 2 2 1 0 0 0 100%
X HE 2 0.2 AR ERK 5 0 0 0 0 0 0 0%
= 0 o 5 0 0 0 0 0 0 0%
Table 8. Pathogenic test of frog
< 8. EHHRANLER
) » . SN AR ()
2151 5] & (ml) 7S e R4 BT H
1 2 3 4 5 6-14
TG-2 10 0 1 4 1 1 0 70%
RIG 4 0.2
TG-5 10 1 0 3 0 0 0 40%
xR ZH 0.2 A ERK 10 0 0 0 0 0 0 0%
E=E ¥ 10 0 0 0 0 0 0 0%

3.8. RIEYIFMELR

Fefh TG-2 5 TG-5 T KR EUCIE K 25 W25 2H 2008 BRAR AL BH IR, (AR 181 35000 ek s LR R 2 1) JIE BH S
FE gt o AR SRR IR R SR BT A i ELAEOWEE, T ILO L 3): A I 26 KR o SRR O,
SRR, BBV, TIEARTE, FFANMRARIRAE . R, AR MR Wi, sk, s,
BB A AT IR, AR A RERIAML . B AR ZEL . X St B 0 16 & 5995 BRAE 2390 A 1 Ll e i
2, AL 4): B/NEREY KRR S MR E SR, AR, RN, IR AR,
MRz R BRI IAEVA M. L, RYEAMIRIE. B /NEE AN R RS YA 2040
E 271
4. i4ig

A TE JB (Aeromonas) ELFE : W /KR B 1 (Aeromonas hydrophila) iA1= 5 Jl i (deromonas sobria)-
JK RSB B (aeromonas caviae) 4EE S RN (Aderomonas veronii)s 755 BB B (Aderomonas salmoni-
cida)~ A< B M 1 (Aeromonas media) 53t 14 N R AL 16 NIEFFA8]. TG-2 5 TG-5 16sTRNA
$E AR BRI L E] [FJEIE < 98.9%, HEAMANIE R —3C, (HI3 50K MR KC202278.1 5 [FAJE
NS, I TG-2 5 TG-5 MK MEE DNA AFEHANE . A AU TG-2 Wik g I,
HIEIRE s TG-5 B a VI, A ETHEA LA f A B 2 AV, BER B A B0 . FERE . BiHr
abE, L-WAR. L-RABIKR. L-AAMR. L- 2% HMESERE, HEER (AR KRG E
FMY . TG-2 FFEWE KR BP0 % W /K IV Fh(deromonas hydrophila subsp hydrophila), TG-5 fF& W /KSR
W B TC P (Aeromonas hydrophila subsp anaerogenes).
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Figure 3. Histopathological characteristics of liver of diseased frog (HE staining). (a), (b) Healthy liver tissue; (c) Liver
congestion, hemorrhage, disordered arrangement of hepatic cord; (d) Liver cell enlargement, vacuolar degeneration, cytoly-
sis, nuclear concentration, fragmentation, hepatic sinusoidal dilatation

3. BREEMIRIBARFFHEHE £8). (a), (b) BRAFIEALR; (o) AR, Hin, AFREHESIZKEEL; d) BF
MpEphR, =R, FERUARR, WZOR4E. fER, RFMmMSEHOSK

AR
Y2k
f &y

Figure 4. Histopathological characteristics of kidney of diseased frog (HE staining). (a), (b) Healthy kidney tissues; (c) con-
gestion and hemorrhage of renal interstitial vessels, protein exudates in renal tubules; (d) enlargement of renal cysts, protein
exudates, vacuolar degeneration of renal tubular epithelial cells, nuclear concentration and fragmentation

4. BREEBIFBARFFHEHE £8). (2. (b) BRERASR; (o BERMERD. B, §NERER
SERABHY; (1) BNEET K, ASEREHY, BELRAR=ETMN, BRE. BR
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BT AN R R AR (] AR B AE AR MR . s, R E R, HBURMERES IR T LB EER
[9]. 73BT Ktk TG-2 5 TG-5 FETHHEAR. TG-2 5 TG-5 Bl ., £k, NERYITHEIE. TG-2
X EAE R 80%. U 70%. /N R 100%; TG-5 Bl SUIERIE 70%- 1 40%. /NA R 100%.
PREFSREXT I, ek, /N RIE R YRR A, IR B RS REE B AR A R . TR RS [10]X R YerE
IS B 1 R S A R AR R i 1 1] 5 B 7 [ 1 20 D 50 G K B 1 S D 491 R IR A ok
SIRATHR AR PR BT S8 0 ) OO0 3R B R /N BRAEG, AT DA U3 B S5 0 o) I /K A BR R B PR K e 0
fi, NEARRGE, TG-2 XEPIRIE0E MR S, 5] & e 5 A ™ 5 . e R R BETE B AR EE R BT
G, X — I RAE S RS S LI AT AR

F e 5 KR A P Zh P, T TR AR B A AR VR R S T BN, K ER O [E AR 3, BEURAE
W, FEPE KRR RS S R R IR T BUR BT T . AU A DK S e R Sy K 5 11095 L R SRR e ) S 56 B
PIBHEAT IR 2R, JRIE I AL Tk (s BEZH SO0 5L 1 A A1 DR 5 e [ o JRG% 1K) S8 ek T DA BERE IR 2
IR, BEES VU BUR A s, BEKIE 2, WEEALE i, BT OR, RO B AR
SUEL T EIRBELE, B H ML AREFEF[13] g /K S I B e i ek J SRR AR Rz B, BFE R
ML, O CLREAE, RN S g KA B K L AN, AT LR IR T R S e AR A . AT
TR SR . B R B D) R ROk, BRI AR, A, Mook gE . R, R EAL,
i, FrfmsEysk. BRI H, BAAEY K, mEEEBHY, BNEEREHIEEY, HiIbHZRg
PR AR T SR BB OQ L, B IR . S RSB IR14]. TEE[ 151458 2 v 7K S R BERE AR
FRY) R ARABL o XK RE[ 1617 %o JE g 7K A B B T ) A5 998 T U7 W 2 v R IR 852 T A4 i 22 HE 51 35 8L, T4
Bk, AR Sy ik, AF4upusy@astt, BB, BN e, BNENE D Eag
Mo, B/NEEMR, AOELMMAMERZEY . SARE LRI BT S S48 RAEAL. BERK
{1V 71 =B B BT SO0 K 51 14 2H 2395 B -5 b D L W 7K /B M TR SBUAE 1) 3 ek ZH S 2 2 R Ok R A
B

B TG-2 5 TG-5 %f 21 M s BURPER I E 45 5K R W], MR RO 25 P80 m, R 2 TG-5 %A%
P B 21 FrdrAEZ i 18 Fhii 2. TG-2 5 TG-5 PR EX L AUMRIE . 2R &R B UK, TG-2 X kiR
Wi Sk fhba . Skfufhne ., KRR, ZHEER B mEHUR. WWHRREP SRR, WUHER, #Ek$
7R B AN VAR S R A D B, B-N IR A O B R IRRL P AR . RN TEAR. SR AR,
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