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Ye Xiang Found the Structural basis for Ebola Virus

Neutralization by Antibodies

BRI SR, RS, W HRASUESERIRTT J7%. 2014-2015 FFAEPE AR K
(15 T 5 R B 1 11000 AFETS. 3 H 18 H Science &S B HR 15 1 AN A VB B 7o B i 44c,
MAD100 F1 mAb114 Xt NS R KK i St i sk, G50 25 MUORE R R4 1F FH
UEAM A mADL14 F kRGBT IR T, RS 5 KRG, AT LI BR S (R4 15 F b7 1k L
TRANGET o T X HEPRBR A s H R I R B R IE, JLR S AE T o I SR 2% R 2 B [ M E 7
ST NIH ) Nancy J. Sullivan 432 2 f 3t A8 A % .

BT RN mAbL14 5 BRI RT3 %0 (BE 3R 1 45 BT P R 35 . R RIS IIREER B, PO
PRG350 S HTEA I T AR G X IR R AN AT B 4 o PR e B 35 1L e R B0 AR 4 M LR A koK
PUAE BE N GH P 350 15 2 i o 0 B — S WUAIE SIZ PR3 3 A5 2 1) 4 I 52 Ak 485 T Hh R 25 FR 47
(3

PR R R R A2 — 25t i SR T % GPL A1 GP2 IRl &, SER—MEMIRN =

Bk, H GP1 MR FE32 4K NPCL 454 Ui T GP2 A SRR & Alfs L4 il & . GP1 T3
T — AL OIRIRETE 251, B s EERE L B B SRS IR il (MLD) . 38 H SR UTIE
58 B mAb114 F1 mAb100 mJ LLIRAIRA MLD () GP W3,

N B N X SR I YE AR, XU mADL114 Il mADbL0O (¥ &t S5 HEAT T BE AL . WAL
R W] mAD100 VA5 1 R RS 28 A =3R4, FHIST AL A B R AR AODER, JEBT I 2 e\ 75 22
U B 1 1 B UK AR . T F0 R I mADLLA 1220 (1 25 4 LB B8 1 PR S0 7D P 4 R
REFSCE B I 2 EIR S5 F (R 5Bk, JFMBIRE R M E 2 kg & .

ZWT TR mADLLA T LN — R 7 ik, (AR — PR R . REESRRAE T IRk
PUASE IR, JF T Refe it in T M I A R -

Structural and molecular basis for Ebola virus neutralization by
| protective human antibodies
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Ebola virus causes hemorrhagic fever with a high case fatality rate for
which there is no approved therapy. Two human monoclonal antibodies, mAb100 and mAb114, in
combination, protect nonhuman primates against all signs of Ebola virus disease, including viremia.



Here, we demonstrate that mAb100 recognizes the base of the Ebola virus glycoprotein (GP) trimer,
occludes access to the cathepsin-cleavage loop, and prevents the proteolytic cleavage of GP that is
required for virus entry. We show that mAb114 interacts with the glycan cap and inner chalice of GP,
remains associated after proteolytic removal of the glycan cap, and inhibits binding of cleaved GP to its
receptor. These results define the basis of neutralization for two protective antibodies and may facilitate
development of therapies and vaccines.
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