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Abstract: SRAP is a new type of molecular marker technique developed in recent years with which abbrevi-
ated form of a name of sequence-related amplified polymorphism. SRAP has the advantages of easy to oper-
ate, low cost, high codominant and high repeatability. The main task of SRAP is to amplify the coding region
of gene, and analyze the functional sequence of the gene directionally. It was widely used in genetic analysis,
the construction of molecular genetic map, gene mapping and genetic clone because of its unique primer de-
sign on genomics. Based on the characteristics of SRAP and its applications in plant genomics, we intro-
ducted the principles of SRAP briefly in this paper.
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frames) X 38, TG 75 AT A 7 2145 S BV AT B 42 0 25 PR 1)
Gt X BEAT Y, M€ ] 20 B R Th g . BA
IR T % NP S I = K7 B VS A RE 10 7
£l #%5 : RFLP(Restriction fragment length polymor-
phism, [REIM B K B 2 & ). RAPD(Random
amplified polymorphic DNA, BEHLY 3 £ & %)
ISSR(Inter-simple sequence repeat, PN {4 #.8 & JF
%) AFLP(Amplified fragment length polymorphism,
¥ B L2 AME) . SSR(Simple sequence repeat,
fi] 5. 8 & /¥ 41 ) A1 SNP(Single nucleotide polymor-
phisms, HAZHFIRZ A M). EST(Expressed sequence
tag, FIEFHFr%). SRAP(Sequence-related ampli-
fied polymorphism, AHICFFHIH 142 &1E)5% . RFLP
FarE HisAm s DUt e 41, HSCIe s fE 2. kil
K. AR B RAPD #EfIME, (HILAR M.
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AN[F FIPFhIE SRAP-PCR [ BifAk £ AR FIAL, (H 45
VIR EE R ZH E5 A AN R S ES0E Z2 5, NI R

Copyright © 2013 Hanspub



SRAP 73 BORAEAR Y R 21 27 7 £ 2
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