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Abstract

Bombax ceiba flower exhibits therapeutic effects including clearing heat, promoting diuresis, relieving
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pruritus, and treating sores. Modern pharmacological studies have confirmed that it contains various
bioactive components, such as flavonoids, phenolic acids, and saponins, which possess anti-inflamma-
tory, antioxidant, and immunomodulatory activities—properties that closely align with the patholog-
ical mechanisms of eczema. Traditional research approaches face limitations in systematically eluci-
dating its multi-component, multi-target mechanisms of action. Network pharmacology offers a novel
paradigm for investigating the complex systems of traditional Chinese medicine. This article reviews
the traditional applications and chemical constituents of Bombax ceiba flower, summarizes the pro-
gress of network pharmacology in inflammatory skin diseases such as eczema and psoriasis, and fo-
cuses on the potential mechanisms by which Bombax ceiba flower intervenes in eczema through the
“drug-disease-microbiota” axis. Current research remains at the stage of target prediction and pre-
liminary experimental validation, lacking systematic network construction of the “drug-disease-mi-
crobiota” axis and robust clinical evidence. Future efforts integrating network pharmacology with
multi-omics technologies are expected to accelerate the modern development of Bombax ceiba flower
for eczema treatment and its application in integrative Chinese and Western medicine.
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Figure 1. Target set comparison between Staphylococcus aureus and Kapok flower
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Figure 2. Collective protein target network of Staphylococcus aureus and Kapok flowers
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Figure 3. PPI network of Staphylococcus aureus and the target set of kapok flowers
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Table 1. GO functional enrichment analysis of shared targets between Kapok tree and Staphylococcus aureus

F 1. KIRTE - EREAEKREHERLR GO WEERST

o GO ID ARIEH) Term (English) ~log10 (P)
1 GO0:0006954 PNE [N inflammatory response 15.2
2 G0:0032103 XEAMER RN IE 4% positive regulation of response to external stimulus 14.8
3 GO:0004672 &= H B protein kinase activity 14.5
4 G0:0071396 X g 0 P 4 i 2 cellular response to lipid 14.2
5 GO:0001819 2N AR 77 AR B IR T 4 positive regulation of cytokine production 13.9
6 G0:0040017 ZEERIERE positive regulation of locomotion 13.6
7 G0:0050778 G g% BB 1) IE T4 positive regulation of immune response 13.3
8 GO:1901699 X BAA Y RIAH R B2 cellular response to nitrogen compound 13.0
9 G0:0043408 MAPK X% regulation of MAPK cascade 12.7
10 G0:0030097 18 1fAE hemopoiesis 12.4
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Figure 4. GO pathway enrichment analysis of shared targets between Kapok flowers and Staphylococcus aureus
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Figure 5. KEGG enrichment bar and bubble analysis of shared targets between Kapok tree and Staphylococcus aureus
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Figure 6. Mechanism of action of “Bombax ceiba L.-Eczema-Staphylococcus aureus”
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Figure 7. Action network diagram of “Bombax ceiba L.-eczema-Staphylococcus aureus”
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