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Abstract

From the perspective of cultural geography, landscape gene method was used to analyze three
different landscape representations of the South China historical trail, namely dominant gene, re-
cessive gene and mutation gene. By extracting the cultural landscape genes of the South China
historical trail, the strategies of activation and utilization and the paths of landscape transforma-
tion are put forward, which provide theoretical support for carrying forward the excellent culture
of Lingnan, promoting the Rural Revitalization along the ancient post roads and improving the
living environment.
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Table 1. Expression of dominant gene landscape in the essence section of Nanxiong Meiguan-Wuyi ancient road

1. FiEEX - GEHEREREMEERVRIE

B BHEEEE
S A Wi - 32 i
MRS, 2T M4 ELAHE. BRULS AR, MEeehs.
ey | BRI P RO, M. MR, TR, XURME. SRR
P HEROR- 12 T IR TR, IRk, R, e
S FRHL A BROLTE FCaaleh i i 16 Al
Hk TR 1553 BB A GT AR R S —H)
S BE. oK. 6. WI. TS TLOVERSUMON, REICRUME. RACIH. AR,

Table 2. Expression of recessive gene landscape in the essence section of Nanxiong Meiguan-Wuyi ancient road
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Table 3. Expression of mutant gene landscape in the elite section of Nanxiong Meiguan-Wuyi ancient road
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