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Abstract

Objective: Based on cross-sectional survey data, to systematically analyze the distribution pattern
and genotypic characteristics of high-risk human papilloma virus (HR-HPV) infection among pa-
tients treated at Jingzhou Central Hospital from 2022 to 2025. Combined with follow-up data and
therapeutic efficacy outcomes, this study aimed to clarify the prognosis of HR-HPV infection and
optimize therapeutic regimens, so as to provide scientific evidence for precise prevention and con-
trol, standardized diagnosis and treatment, as well as follow-up management of HR-HPV infection
in Jingzhou region. Methods: A cross-sectional study was conducted. A total of 13,474 patients who
received HR-HPV screening at Jingzhou Central Hospital between 2022 and 2025 were enrolled.
Real-time fluorescent quantitative PCR was adopted to detect HR-HPV genotypes. The number of
cases infected with each genotype, positive rate composition across all subjects, and the mean age
of infected populations were statistically analyzed. A cohort of 656 HR-HPV screened patients was
followed up for 3 to 20 months to observe the disease prognosis at different follow-up stages. Clini-
cal data from 195 HR-HPV positive patients were collected to explore the correlation between age
and HPV negative conversion rate. Meanwhile, the clinical efficacy and safety of interferon for HR-
HPV infection treatment were evaluated. Results: Among the 13,474 screened subjects, 2,101 cases
were HR-HPV positive, with an overall positive rate of 15.6%. The predominant genotypes ranked
in descending order were HPV52 (28.4%), HPV58 (14.2%), HPV16 (9.0%), HPV51 (7.5%) and HPV39
(6.3%). The average age of patients infected with different genotypes ranged from 45.6 years to 53.1
years. Within the 656 followed-up patients: 23 cases turned from HPV-negative to positive, 438
cases remained persistently negative, 107 cases maintained persistent HR-HPV infection, and 88
cases achieved HPV seroreversion from positive to negative. As follow-up duration prolonged, the
proportion of persistently positive cases gradually decreased from 38.7% to 4.6%, while the staged
negative conversion rate steadily rose from 41.4% to 71.4%. Among patients who finally turned
negative, the negative conversion rate was higher in patients aged < 45 years (48.6%) than those
over 45 years (42.1%); similarly, patients < 50 years old showed a higher clearance rate (50.0%)
compared with patients older than 50 years (38.9%).Conclusion: The overall prevalence of HR-HPV
infection in Jingzhou area is 15.6%, with HPV52, HPV58 and HPV16 as the dominant genotypes; in-
fected individuals are mainly middle-aged and elderly women. The prognosis of HR-HPV infection
is closely associated with follow-up time and patient age. In this study, the negative conversion rate
was 50.0% in subjects aged < 50 years, compared with 38.9% in those aged > 50 years. The chi-
square value was approximately 2.67 with 1 degree of freedom, and P = 0.102. Although the negative
conversion rate was higher in the <50-year-old group than in the >50-year-old group, the statistical
test revealed no statistically significant difference between the two groups. This finding may be at-
tributed to the small sample size.
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Table 1. Distribution of HR-HPV infections in our hospital from 2022 to 2025
F+ 1. FPR 2022~2025 £EjE] HR-HPV BER D 1ER

HR-HPV 7 RGBIE BRI P PR 5 L SEER
Hpv16 190 9.0% 48.5
Hpv18 86 4.1% 53.1
Hpv31 48 2.3% 52.9
Hpv33 94 4.5% 52.5
Hpv35 57 2.7% 51.4
Hpv39 133 6.3% 45.6
Hpv45s 28 1.3% 483
Hpv51 158 7.5% 46.2
Hpv52 597 28.4% 482
Hpv56 97 4.6% 483
Hpv58 298 14.2% 49.1
Hpv59 65 3.1% 477
Hpv66 93 4.4% 50.6
Hpv68 111 5.3% 475
Hpv82 46 22% 51.5
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$27~ HR-HPV [HME B F R K IHBE U 4% I BT, (H S5 A HRERFE A & 1 520 o

Table 2. Comparison of negative conversion rates among 656 screened patients during follow-up at different time points
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18 AUl L 0 36 2 5 4.6% 71.4%
BABIE(S E) 23 (3.5%)  438(66.8%) 107 (16.5%) 88 (13.4%) - -
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Table 3. Outcomes of 195 patients with HR-HPV infection after different treatments
% 3. 195 fjl HR-HPV REREREIATT /AL S

A5 N ¢ 6 AR A% L2 RS

T HMEEH 81 32 39.5%
FMRBITH 88 42 47.7%
FARMITA 17 10 58.8%
R ITH 9 3 33.3%
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W BCE IR 100 B, B5BH 50 B, BEBHERON 50.0%; >50 SAERYBUE AR 95 B, I 37 B, HIHEN
38.9%, Ml ~2.67, HHE =1, P=0.102, BIR<50 BEBBEEHREZE R T>50 %, HEIHEK T
N AR ZE R RIED R EAKT. WRESHEAR NG,
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Table 4. Relationship between 195 patients who turned negative and age group

3 4.195 GlEEHEIAEESERERNXA

B BAK IR e
<=45 74 36 48.6%
>45 121 51 42.1%
<=50 100 50 50%
>50 95 37 38.9%
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