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Abstract

The leptin receptor gene is a gene that controls obesity, and is widely found in primates as mem-
bers of the obesity gene family. Leptin receptor is the leptin receptor encoding gene, which is en-
coded by the protein to identify and transport leptin. Leptin is a protein closely related to obesity,
which regulates the body’s weight, energy metabolism and immune response pathways, leading to
overweight or obesity. Downloading the nucleotide sequence of primates in NCBI databases, con-
ducting sequence alignment using blast+ applications, and then using the Colinear Scan MC and
scan X to do collinearity analysis, adopting minimum parallel evolution method and maximal
synchronization method in MEGA7.0 to construct phylogenetic tree, sequence analysis shows that
most primates have leptin receptor genes which are more conservative.
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RN S ERET T EEIEFELZNEH. BIEm. 2WER, RIREHT T R
TARMRARE . TH, EEXNTHURRAERE LS . MG LA AR S A A AR . R 2
FH JIE 0 2L 23 70 A R B R R DR R PR P2, e Rl 598 3R 2k a5 A, A Re R IE R IA R BRI S 2
FYER

E A ARZ BE 7R ], LEPR B8 E 2 SR S, SR HER. Hil =8, i
LEPR JE[HGRIE, B4R LLEE: FENUARMIALE[L]. 98 252 A5 R I ahid r= 198 & 1 2 AR 8 T 2R 40 i A
TRARFNE, —354 6 F, B Ra. Rb. Rc. Rd. Re fll Rf, LEPR 3[R 3 J i A Al BY U] £4F plix 22k
YHM RS2k o XL ZARTIZAPAE THUARRI S A B A d, Blanfa. O s il B Ak Rk,
S2RAHLAR R IR 22U [2]. SR H 5524k LEPRe &84, ARG AE RS HE 4 2Re; I 2Re K R\
Bk& e, fEUbAbE 25 LEPRa 454, A RE % 2Ra; 8 & 2Ra 4 E iz BINUR I AT, RIOAEE T
FEfif) LEPRD 454, A:piJE % 2Rb. LEPRD /&M & & Fl 2 h it — W B A E S RERMENED, ©
FET Fefid P A2 B AR BN, 22 — e AT Ee kA 22 41 i POMC R ek in 5 [3] -

LEPR J: Mg B8 R 2R SR LG, MR KEHTTIRN P REETE . BICASEH, B35
Y& R0 E 7 WA T DA S 2 A R R T e B A B AR A ARV B MAE DI RE . AR S AR R N () A [R] BY
BERTAE X B AN R AH SO IR PR IR IE, R X Sl U (1 22 AR S A e B A T RE[4]
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1) PRk A NCBI Hd R FEsos N BRI, KERE. DER. BRI ERTY, F5R
Fasta #53X. 5 MR ITEAE B4 1).

2) J7i%: #EN http//www.ncbi.nlm.nih.gov/ N T R A ERRIT 5. 4 T EEIF S blast+i#EAT R
PEECER, I FH RGeS M Colinear Scan A1 MC scan X 53055 K20 1a] [F] P 325 DNA F B, [FEINHZES)
MEGAT7.0 A 1) e /N TAT B IE RN B K [FEB AR g AAR, H H R AR SC 5 SRR IR (1 ] FE 4
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1) FHILLXS oM XF 5 AR R P AT EEXE, PRk 4y 9 A (Homo sapiens). FEAEJE
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Table 1. 5 species units

%= 1.5 MRS

45 No. M) Species A4 IR
1 A Homo sapiens hs
2 RAESE Pan troglodytes pt
3 PN Gorilla gorilla qg
4 g3 Macaca mulatta mu
5 NG, Mus musculus mm
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Figure 1. A linear graph of dot plot of human and Mus musculus
B 1. AFn/ZKEAY dot plot 2414 E
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Figure 2. A linear graph of the dot plot of the human and macaque
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Figure 3. A linear graph of the dot plot of the human and gorilla
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Figure 4. A linear graph of the dot plot of the human and chimpanzee
4. NFIEIZIERY dot plot TrL 14 [E]

AR RERAT A . HR EEHAGEIRIHS 4. ATkt 167 NSRRI FEH R, N Kiif 21 MR
SRS SR, AT RIS 5 IRAE IR h A VI Ty 146 Z2EIE, 7> 75809 16 KD, JE Leptin,
Leptin B A7) 2 AIAEW=A 08, e B s B AR AR AT Fe i AU RS i, A Rk, SN e
BIHFE, PR BE RN 7 & B T [5] -
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Figure 5. LEPR phylogenetic trees of 5 species of mammals

B 5. 5 MIEFLEHE) LEPR ARGt ALK

EETH
EESR LIRSS i

SE WK

[ &4z EERZAERZENS 2 B REEHARmEER I TSR] HEEIMZ:E, 2008, 10(5): 584-586.
[21 SKkBAF;. R ZAHEDE gIn223arg 2351 S 2 BUBERIRIIOC R[] 58 =% RA424R, 2011, 33(18): 1932-1934.
[38] HFHEA ABIEREAHSCE R[], EZRTTT, 2012(27): 141-142,

[4] BEff. B4 ERZAREFE(LEPR)Z &S] ROV AEME AR SR, 2011, 19(2): 323-329.

[5] Z5WUf. EERSERBML]. REEY, 2004, 27(9): 692-694.

L
Hans iXlth
SnPRL R BT 3
1. FTIFHIM T http://kns.cnki.net/kns/brief/result.aspx?dbPrefix=WWJD

TFHIAIRMEESE: [ISSN], HAWITI ISSN: 2164-5426, R[IH] £

2. FTFFENM T T http://enki.net/
LEM R BRSCRR AL E” HEN, BN SCEARE, B A

PeREiE 5w http://www.hanspub.org/Submission.aspx
BATIME4E: hjicb@hanspub.org

DOI: 10.12677/hjcb.2018.81002 14 TR


https://doi.org/10.12677/hjcb.2018.81002
http://kns.cnki.net/kns/brief/result.aspx?dbPrefix=WWJD
http://cnki.net/
http://www.hanspub.org/Submission.aspx
mailto:hjce@hanspub.org

	Phylogenetic Analysis of Leptin Receptor Gene (LEPR)
	Abstract
	Keywords
	瘦素受体基因(LEPR)的系统发育分析
	摘  要
	关键词
	1. 引言
	2. 材料与方法
	3. 结果与分析
	4. 讨论
	基金项目
	参考文献

