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Abstract

Heading date is one of the important agronomic traits of rice, which determines the area and time
when rice is suitable for planting. In recent years, with the rapid development of rice genomics
and molecular genetics, the gene/QTL mapping, cloning and molecular mechanism of rice heading
stage have made great progress. This paper reviews the research progress of the aspects of QTL
mapping, interaction and heading stage gene regulation network in rice heading stage.
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2. IKFEHTER QTL EfL

AR N AP P AR AR, EALE) T2 5oKRgHiE A5 QTL, H4E GRAMENE
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Table 1. Distribution of QTLs related to rice heading date on chromosome

1 KIEHIEHIMEX QTL AREH LMD

Ptk 1 2 3 4 5 6 7 9 10 11 12
QTL ¥ & 73 48 102 33 32 48 83 48 22 36 31

20 tH4d 90 AFARLAK, BEE 7 FAR LR RS, AAIFFaGIE I 75 K RE AR A O¢ QT L SR B/K
FETFAE I R)AH G R ) #iit S A - 20 2 90 ARARLICK, BEZE ¢ Fhnic itk e, AT aRiEE 7
MK FEHHAEIAAE 5¢ QTL Sk Ut BH /KRG T AL (R AH OGO B = AIE AT, Yano [2]558I H H A< /Kasalath %
TR BEAR S E B 5 MM QTLs (HD1~HD5), Lin [3]55F] H HATA: i s g B 22 B4k BCyFs %552 2 3 4>
A QTLs (HD7. HD8 1 HD11). it hric 4l Bl & Fi(MAS)H AT A& (135 55 55 K R (NI Ls) g 7K Al A
HAREAL S T B AR & i, QTL Ay &8 4: P R (QTL-NILs) ] BRI SRAF 7T EAZ A BAEH - Lin
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53— 5k /& EndL AR I 14 1% o X T SR AR TE AT H IR AR AR ThARRIU AR (BAE K H B S A M AEERE BL/E A [9]

Hd1 2R 7+ CONSTANS (CO)HI/KAEFIUEEER, 52 OsGI %, 7E4 H R AF R s Hd3a 2 H
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Figure 1. Gene regulation network for rice heading stage
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