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Abstract

Objective: To investigate the immune-related functions of keratin KRT8 in zebrafish, and screen
antimicrobial peptides derived from KRT8. Methods: Taking zebrafish KRT8 as the research object,
Western blot and ELISA were performed to detect the binding capacity of KRT8 to peptidoglycan
(PGN), lipopolysaccharide (LPS), Gram-negative bacteria and Gram-positive bacteria. An LPS-in-
duced zebrafish inflammatory model was constructed to explore the role of krt8 in inflammatory
responses. In vivo bacterial infection assays in zebrafish were conducted to further clarify the reg-
ulatory effect of KRT8 on inflammation. Moreover, candidate antimicrobial peptides were screened
based on the KRT8 sequence, and their antibacterial activities were verified subsequently. Results:
KRT8 was capable of binding to PGN, LPS, Gram-negative and Gram-positive bacteria. In the LPS-
induced inflammatory model, the expression of krt8 was significantly altered, suggesting that krt8
is involved in the inflammatory response. Further in vivo experiments confirmed that KRT8 could
alleviate bacteria-triggered inflammatory reaction. The derived peptide mP9o-103 screened from
KRT8 exerted direct bactericidal activity with no hemolytic toxicity. Conclusion: KRT8 acts as a pat-
tern recognition receptor and participates in the regulation of inflammatory immunity in zebrafish.
Its derivative peptide mPoo-103 possesses favorable antibacterial activity and high biosafety. This
study provides novel insights into the immunological functions of keratins among diverse animal
species.
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1. 5|8

S A TS 245 PE(AMR) IR A 3R 5 256 A St TA ARG ™ BB, AR BT R Ry SR UTER I35 F4H, I
JEI T ARSI I R RS U T R —— AR 2945 100 J5 NFEFTid 2540 B G4 1] DRt i 35 SR BT AE R B

PG TK(AMPs) & A AW ER 22 77 A 10— 2R/ T AR S PE VDB (2 10 3] 100 DMaFERRR L), 1EA
Je RGP RGN B A B 43 TR RO B KNRIR AR [2]. StESPtERAR, PimkEA ) it
W PUREE. DUMORE. XHEETLE . AGIE S AR N3], Kk, PUEkaE BN R
BERY

£ HE H(KRT) A2 ) 22 05 i RIRE R, ARAE S5 HL sl mT 40 1 LRt A 1 L) fa i, J8
WA I A A DARIR T RIAIERAEAE[4] [5]. KRTS BT 11 MAE A, EWAYHHE 5 KRTIS
TR IR SRR [6]; TEDE Ly AR Py, 3 [ARF 3L R 08 HAE 224K 45 W 2 3 2 W B U AR B 1 SR AA [ 7]
VE 40 M B S ) B B G 7, KRTS X 4EFFAH M e 3 ME . R340 B A SO 40 B /N B S A
H, Bt4h, KRT8 EZS 5T . Fibft. T &IGESEZ P A B FE8] [9]. fRT0, KRTS8 7E1E 31 M
Ko ¢ T SR e B A R S 8 R R 2 o A P AP et R 7
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FERTIART FU AR, BRATTE I A IR SR (B A A ot e MBS £ LIRS AR 81— R iR B, O
SEZHE N KRT8 B F[10]. AWFFE AR S O, $R1F KRT8 J& 75 KA s A A JOAE R 15 2)
fEo [, $RFCAM KRTS Hiifiide 2 A HTR K mPoo.ros MIFMEETE W22, ¥R KRTS 16 EHiR
GBI LRI TF AR BT 24 1 ) 7R3 S de R4

2. KBS
2.1. M8

2.1.1. RWFIRALER

4%Z FHEE, WEH, —HIEIEH(DMSO0), 4 ik 2 H(BSA), Triton X-100, LEIME, 4',6-k
HE-2-ZR I W (DAPI), Trizol, RNA $2HUA A &, KIHATH BL21 (DE3), 5 A &E-4-D-BA - A (IPTG),
F AR (Kana) W 4 R ERHCA TR AT . §T KRTS /N ¥ Bk, Alexa Fluor 488 Fich i1l 240/ il
1gG, DAB A& HE LilEE TREAR AR . Evo M-MLV TR AF &, SYBR Green Pro
Taq HS TiIEZY qPCR G5 &% H SR A7) TR BR A 7 o BRI A M BE(HRP)FR 1 (1 L =E 41/ B TG,
I BRAR IS E AP B (HRP) AR ic I BE & R R I F 28 = RAEIEAR A A . IRERE(PGN), B O N-
FREEYRIAME W e s (R 30 A VAR IS S L &F A\ . IEZHE(LPS), LPS (KT B 055:BS)IWEBTH: T
AR R AR A

RS, MEERRAF . BEARG TR G RBHE A F] . regulus 8100 94 7 A%, HA
Hartk i tts
2.1.2. SSE

P AEPEE ) IR g, SRR AR RUE , RILARE LSS A B R . B
BTE 27°C + 1°'C FFRE. @M. MR ABE S i MERE LG A7) 2:1 B =08, SZREURAE 27°C £1CF
BHRZBMH11].

2.1.3. SISMEE
LRI &35O8 % BRI ATCC 35654 BEFTIMERET ATCC 49732 Fi &L ZEAIFT B ATCC 6633,
HERAMRE: KB E ATCC 25922, FE/KSHIE ATCC 35654, i3 ATCC 43308,

2.2. BETHARR

R FT KRT8 fEBE Syt i g Aor, AT 7 RIE DL 12]. JEH 1.25, 2.25. 4. 6. 12 J¢ 24 hpf B
kG, & 4%2 BREEEE. Bi5e. AR, 0.5% PBST (1 mL PBS I 500 uL Triton X-100)%
BJE, 15 1% DMSO fl 1% BSA 1) 5% =E G . HASRE, BREAKIKS —Pudt KRTS /h
B O FEPUAA) 2 —Hi(Alexa Fluor 488 Aric I ZEHT/NER [gG)FF A [12]. LA 6 hpf FEAG X IR, S s i
ME B A —Ht. HL 6 hpf 1 24 hpf MG 4% 2 HEEE €, WK, BHEHIR 14 pm AEY) . @it
DAPI Y thric gifEt%, PBST Weisk/a 4 CIRAT, 10 FHIE A BB 82 iif% [ 13].

23. EMERF

M NCBI ##fs /% (https://www.ncbi.nlm.nih.gov) F SR EUAS BRI kre8 Getofhse O L A IERRT 5. @
i SMART (https:/smart.embl.de/) FlI 3t & 1 KRT8 & A 451448, fi ] ProtParam
(https://www.expasy.org/search/ProtParam) 7 HT H B AL 5T, KM AlphaFold Fiil| 3 =4E25% . 1#id MEGA
11 B R BSRE AR YR KRT8 MRGEK BN XIAFEIFE) kres BT ILZ M HT[14]
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KRT8 AW EFRSIENE 1,

Table 1. Names and accession numbers of KRTS proteins

R 1.KRTS ERBMEERS

Name

Accession number

Homo sapiens KRTS
Pan troglodytes KRTS8
Macaca mulatta KRT8
Mus musculus KRT8
Rattus norvegicus KRT8
Ovis aries KRT8
Bos taurus KRT8
Aythya fuligula KRT8
Gallus gallus KRT8 isoform X1
Gallus gallus KRTS isoform X2
Gallus gallus KRT8 isoform X3
Gallus gallus KRTS8 isoform X4
Mauremys reevesii KRT8
Dermochelys coriacea KRT8
Thamnophis elegans KRT8
Notechis scutatus KRT8
Name
Xenopus laevis KRT8
Xenopus tropicalis KRTS8
Astyanax mexicanus KRT8
Colossoma macropomum KRTS8
Puntigrus tetrazona KRTS8

Danio rerio KRT8

AAH73760.1
XP_016778841.1
NP _001247474.1

NP _112447.2

NP_955402.1
XP_012029598.3
NP _001028782.1
XP_032060644.1
XP_015128103.2
XP_040510849.1
XP_040549737.1
XP_040549739.1
XP_039370224.1
XP_043362591.1
XP_032065796.1
XP_026529665.1
Accession number

AAH44116.1
NP _001002797.1
XP_007256403.2
XP_036446505.1
XP_043080891.1

NP_956374.1

2.4. BB EE PCR (RT-qPCR)

o HTBE S LA R BB ks RIS TEOL, WEEBE E A R A0 23 R AN R R & B IR B
FERUS RNA JE A2 i cDNA, LA gapdh (% 2) 8N Z5E], @it RT-qPCR Al H A9 2E PH A 204
B, BHMWE = MEARERESEYEER, KA 2251511

2.5 ERERANRIESHAL

FIH BamH 1 %1 Xho 1 BgYIH 5 4L kL pET-28a/knt8, HALZE KT BL21 (DE3)H. f#fH IPTG
BSEMAEAFRIE[G6], BITEAEMENTE 73T 4tk . EAZENTEMNE4 12% SDS-PAGE Hik, I
FHZ% = 5 R-250 B3t
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Table 2. Primer sequences

* 2. 31195
Primer Sequences (5- 3)
Forward primer GATGAAATCAACAAGCGCACAGA
s Reverse primer CTCACGGATCTCCTCCTCAAA
. Forward primer GCCCATCCATCGTTCACAGG
ractin Reverse primer ACCTCCCTTTGCCAGTTTCC
Forward primer TCAGAACATCATCCCAGCCTC
gapdh Reverse primer GGCAGGTTTCTCAAGACGGA
Forward primer CTGGATCTTCAAAGTCGGGTGTATGG
mra Reverse primer TTGTTGATTGCCCTGGGTCTTATGG
) Forward primer ATCCAAACGGATACGACCAG
i Reverse primer TCGGTGTCTTTCCTGTCCAT
6 Forward primer GTCTGCTACACTGGCTACACTCTTC
il-

Reverse primer

CGTCCACATCCTGAACTTCGTCTC

2.6. EB R FBIZENEE(Western Blotting)

12% SDS-PAGE 7 B 5, @il ol i o 2 R w5 4 A(PVDF)E E[16]. fH 5% BSA
HHM, H 0.5%PBST BEFFMA—Pu(HT KRTS /MR CETUA), 4CFEIRKR. KH PBST ¥tk /E,
A PU(HRP FRiC L 2EH/N R 1gG), =EEHE 1 he FIXUEE)S, 1/ DAB B G IFHE4T %[ 18].

27 EHERSHARENEASEH

V2 P B R 2 QB P B R 7R o B E K, WU R R TR (100 mM Tris
500 mM FALEN, pH 8.0)H. 4HE B S fKRTS WiRiFH, WAMSmlsesk, XN DUE RSl
fR rKRTS, H&FEmiET Western blotting BEAT A o

2.8. EREXSRIEIRHHRAIR(ELISA)

KH ELISA I rKRT8 5 LPS 5 PGN MIZ5 G 8E7/1[10] [19]. ¥ rKRT8 5 BSA i A Hrid.
LPS 5 PGN AT 96 FLIK, 0.2% BSA i, PBST Feigk /G M A1k rKRTS B¢ BSA W58, kbt
¥J5, N HRP bRic MBE B SRR S, ALK B t.

2.9. BEDfaECEIe

2.9.1. BED & AR ST

FIFT LPS 4 2B B 1 S REREAY, W FT kre8 1E SRE SN R FH o 388 3o VR fls YA 5 1) D Yk 1) B 1 3
5 10 uL 1 mg/mL ) LPSCKAHF B 055:B5), RIS E 04 34 64 12 Fl 24 h RENZIE . AR FZHZ,
UK TSI A0 B, SRS RNA, [RFE5%3R1S cDNA J5, i RT-qPCR & EAGH 45 K T (tnfoas il-158
Hil-6) ]2 krt8 [IAHXS ik K-

2.9.2. BERGRYLBLAFE SR
LPS VESE 12 h, REM LAMPIENALR, H 4%2 EHEEEE 24 ho #¥E)E, S8 Duan 25201/
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%, RHBE QB HL AT K AP, B85 BT A I . IR EDE T33O £, 2. i
WEALFR S, I SRAKS - PR AL(H&E) AT e tt, Geta)a b R 3L BB i P gt

2.9.3. (RPN RRLLL

F N 35 75 20 BUE K, PBS ik &S, WEIRIE N 10° CFU/mL. SE50 2H 3 5 8 Ig i3 49 20
pL rKRT8 (300 pg/mL), *FHRZAE: ST 20 uL PBS, Fifi Jo5& B fyd ) 10 pL 825N E . 40583 3 5 i B
i, UERMEMFIEHL . 2 JFRHT 5 RNA $2E. [eFE5% K RT-qPCR #1E.

2.10. ERKHEXSLLE

2.10.1. MAKTFIESERRE

iHid CAMPgs (http://www.campB.bicnirrh.res.in/prediction.php)XﬂLB(IEE@ KRT8 HEATH11# Ik ik (10~20
ANEIERRRAE), RA SVM. RF 1 ANN SETNL BT B iEPE[21]. F7iE H 10 1 i i CAMPRs BV
i+ T BT E S RA R FHIMEAL . 3T ProtParam (https:/www.expasy.org/search/ProtParam) 43 #7517 ik
FIEEAk 4 5, {3 B Tamarind Bio (https://app.tamarind.bio/tools/alphafold) ¥ e Bk I SR K T . = 2K 45 ¥ 33k
175 M7

HASIE P 5 i Fifg A Tl A Tk G i, —20° CHEfE -
2.10.2. HIEBEAWIE

R S YA TSI 00 5 A FOR (O TR 5 [ 12 o 285 2% ER P T R 4 2 B 1 T U 0k P & 105 CFU/mL.
AR FE B IRVA T . LB 55973 SUNE BR & 5 I 96 FLIH, &A% 3 NERE L. LEHEE K
A1 Kana 70 AIE A IR AT E . 96 FLR T 37°C N 437, R/ FHBEFR OGN E 620 nm AL HIROGEE[22].
2.10.3. S/NPEREMIC)HIE

WK BB R 10° CFU/mL J5, 52 IERE A RUR S, B 200 uL fIA 96 FLAR. TG % B 1K
A Kana %807 BIVE A BAPERI A MEST BE, 37°CHEHE 24 ho SRR IE (MIC)E XN AWM 5 2405 A K 1)
BARIRE[23].
2.10.4. BT RMFSEM)ELLR

MRAE ST SCHR[24] [25], <3 (0 & BRI AR BAT WA B 2 10° CFU/mL, 2 JIRVE(4 < MIC) 5 411H

BSARFURES, 37TCIRGEFE 12 he FEMAE O, PBS WelkG, 4°CIR B[ E 3 ho FRRE LTRSS,
B 10 pL & et i B, 518 SEM #H7 M %%

2.10.5. 50 3cié
KA 5 mm JELCH, RIS ER B2 IR . BRI S IE4R R TR 7% (RFLE) 2E 1 B i
TR E, F37CHFE 48 he TEH KT 1% Triton X-100 53 54E Ay BH 4 X BRI BH 124 %) HR [26]

2.11. BiESH

Jf s BAY 2 ERMBCRER . Gt 709K M GraphPad Prism 9.0 8158 /. 2= 7K FH L 1A
RO ENTHEAT L, 2 p < 0.05 BHANEA SR L

3. BR 51118
3.1. KRTS #EBE T & BR PR Fh B B L
NWAR KRTS E S EIG R e, R T RIE e e i, 4 RE/R, MEM KRTS FHAT
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R A & 0 SR RME T 4R RIE, JFRFEAAAE T O RN RIETEH. SMRIE E 4L (sl 1(A)). V)
Jr ARG W KRTS 5 A0 T A0 5T A (141 1(B)); 75 24 hpf YRR S e 53 4 20 A T 882 (EVL) (K 1(B)),
X8R5 Z At —2[27].

A 1.25h 2.25h 4h 12 h 24h Control

Alexa 488

Grayscale

Overlay

Alexa 488

DAPI

Overlay

Figure 1. Immunofluorescence detection of KRT8 during zebrafish embryonic development. (A) KRT8 in zebrafish embryo
development stages; (B) Immunofluorescence section

E 1. D&M A §TEP KRTS BRETLEN. (A) HD&ERTRELXBEME KRTS RIAFHE; (B) HERNL
il
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3.2. EMERESH

B4 kS 1) cDNA 4K 2220 bp, H R EHE(ORF) N 1563 bp, 4af% T 520 NE AR . BT 5 KRTS
EH 9N a-lBNE, A ORGSR EA T E R H . FIH] SMART #EAT S5 MR, KB 1%
i ] 22 S5 b, 1T A 2 S AR DA K — MR S5 AL 3R 1 (4] 2(A)). 383T AlphaFold BEAT =4 4544 7
B, RIPEL A NZER KRTS 4544 RA B AR 2(B)). BEEMEERER, PES M KRTS K551
5 1% K¢t (Puntigrus tetrazona)F1ZE 4Rk Z L] 2(0)). FLVED IR, BES M b8 R EA T 23 5
gettfl, HIEMXT krel8. eif4b A ms2 SERFIHES 717, 5 N(Homo sapiens)~ /INE.(Mus musculus) 4
(Bos taurus)F1 I\ (Xenopus laevis)— 3, X@E—PUESE T kre8 BRI B ORSF1E(F] 2(D)). 25 |, KRT8 7EY)
Fha)E EEORSE, X— ORI T e 5 HAERF A ARARES . HRAE AL SR 45 K D e DI AH 5K

3.3. k8 WD & FEIHA R AR A BH BRAVRIEFH L

KH RT-qPCR Kl kres 753 5t AN R 4L 2R S AN TR B M B IIG A AR 6 Rk K (] 3(A)) o ke 1E
PSR, R, Wil ONE. PR RN WL ERFR. EAE. RR RS Siha Rk, Hhs
v BREE . BRI R IA K isr, 5 KRT8 £EFAE BRI s Rk 85 1A [28], Wik — B EMIIE
T KRT8 FHAr T b B M 0 A s 25291 BbAh, kr8 EIRRA R BT RIA B HEAEE ER, £k
J& 12 hpf RIEEH = .

3.4. KRTS WRIAR S4E . PGN # LPS &8 avisn

EpEAEARE S RO AR, RIS rKRTS (& 3(B)-(a). &l 3(B)-(b)). %A Western blotting
Rl 7 rKRTS S0 45 A RE - 45 RN, rKRTS ] 58 2% FCRH P B AN 8 2% IR M 45 4 (B 3(B)-(¢)s
P4 3(B)-(d)). ELISA &5 RiFsL, rKRTS LA &AM #1477 245 & PGN 5 LPS(14] 3(0)), %45 R 5 rANGPT4
(25 SRAAL30], DR EHED KRTS 7T AE 2 BE 5 A i 2Rl 32 14

3.5. LA

3.5.1. HBENRIER N

T BE S AR ST LPS J5, WREEMIE .. FFIEZIRAZ, KA RT-qPCR &I 4 5E K T (tnfoo il-15 Al
il-6)FIE, SEFRWE 4 AM)FR. ERER, TERIEY, mfa. il-18 Fil-6 FIFRIEETE 3 h B A EHKE,
ZJEIEET R BE(E 4(A)-(a))s TERFIES, mfta 75 6 h IBEIEKAE, il-15 15 3 hIBEIHKAE, 1M il-6 RikEF
S FIRIELE 24 h IS BIECRMEE 4(A)-(b))s TEIREE Y, il-6 7 6 h IEBIEKAE, 1M inf-o F il-18 K WA R
A 4(A)-(c))o VEBABE D A LERIEG 3-6 h KA JRE R

LPS vt 12 h J5, WCEEBE L fa i 2300 & A ks V) 93T H&E Jeft. S5 50N, ImiE b4
HELRTE, MR R 2 L%, X ULIANUA R AE T BRI RAEB (K 4(A)-(2) B 4(A)-(h)). 4
4 RT-qPCR &5 354, LPS IS 12 h KIEHF/KFROREE, (Hl THLSRGIRE %S, SEGIER
BT IHAFAE

HE— DRI LPS Hl P N B AR kre8 BIZRIEARA, KIN krt8 TETE3 h) FHAE(6~12 h) FIAREE (6 h)
i RIA R E ERE 4(A)-(0)-(e), HANESH SR RAMME & mE—8, XK KRTS ilfeS
PR f ORE B AR, FEAE SR SRR O ¥ A A

3.5.2. YHEERRACID
RT-qPCR 45 5 8or (& 4(B)): MEEKYL)S 6 h, PBS AIRFNEFMZIE ST mfas il-18 F il-6 HIF AR 5
ET R, ULBH BRI R AR JORE N T rKRTS AbEA A, AN il-1p HIRIEELE 6 h Th&, tnfas il-18 1
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Figure 2. Bioinformatics characterization of zebrafish KRTS8. (A) Domain architecture; (B) 3D structures of KRT8 in zebrafish and

human; (C) Phylogenetic tree; (D) Syntenic chromosomal localization
EERFIFEN . (A) KRTS £5441H; (B) I &EFA KRTS MI=4#4EH; (C) RELXEH; (D)
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Figure 3. Expression of krt8 in zebrafish and the bacterial, PGN/LPS binding activity of rKRT8. (A). Expression of kr¢8 in zebrafish
tissues and embryonic developmental stages. (a) Different tissues. (b) Embryos at different stages; (B) Binding of rKRTS to bacteria.
(a) Purified rKRTS. (b) Lane M: protein marker; Lane 1: empty vector control; Lane 2: uninduced pET28a/krt8; Lane 3: induced
PET28a/krt8; Lane 4: purified rKRT8. (c) Western blot detection of rKRTS. (d) Binding of rKRTS8 to Gram-positive bacteria (M.
luteus, S. aureus and B. subtilis); Lanes 3, 5, 7: rKRT8 and bacteria co-incubation group; Lanes 2, 4, 6: PBS control group. (e)
Binding of rKRT8 to Gram-negative bacteria (E. coli, V. anguillarum and A. hydrophila); Lanes 3, 5, 7: rKRTS and bacteria co-
incubation group; Lanes 2, 4, 6: PBS control group; (C) Binding of rKRTS8 to PGN and LPS. (a) Interaction with PGN. (b) Interac-
tion with LPS
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Figure 4. Inflammatory response and bacterial infection in zebrafish. (A) Inflammatory response of zebrafish. (a)-(c) Relative expres-
sion levels of inflammatory factors ¢nf-a, il-1 and il-6 in the intestine, liver and eye at 0, 3, 6, 12 and 24 h after LPS injection. (d)-(f)
Relative expression levels of krt8 in the intestine, liver and eye at 0, 3, 6, 12 and 24 h after LPS injection. (g) Intestinal section of
untreated zebrafish. h, Intestinal section at 12 h after LPS stimulation; the box marks the area of epithelial necrosis. (B) Bacterial
infection in zebrafish. (a) Schematic diagram of bacterial stimulation. (b)-(d), Relative expression levels of tnf-a, il-1f and il-6 in the
liver. (e)-(g), Relative expression levels of mf-a, il-1f and il-6 in the intestine
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Table 3. Prediction of physical and chemical properties
7 3. B BT

Names of gandidate Amino Acid Sequence Number of.amino Relatiye Molecular Iso.electric Net Electric
peptide acides/piece Weight (kDa) Point (PI) Charge
mPa91-503 VLITATKKKIKKI 13 1496 10.6 +5
mPoo-103 VSFFKLILKKRKGK 14 1692.17 11.39 +6
mPsg3-96 VVIKIKAVKANKWL 14 1610.06 10.48 +4

3.6.2. HDE LIS
FoATTE B S2 06 SR IS AIFIX 3 FIAK PTG, 45 RN 5 s, R=F 2 BRE T3 A0 A
oA, mPaor-sos F mPss.o6 #1BE BE S5 55, mPoo.103 FIEE BE J15058 . RIS, FRATERE mPoo.10s HEAT ]G EE5LE0

3.6.3. E/MDERE (MIC)ELE
e/ MR P (MIC) S B 45 B 5715, mPogros XTHEEINE . KMpAT I . & OB AT BRI . BEFAT Y MIC
15 47.28 uM.

3.6.4. BT REHRHESEM)

FRFT mPoo-103 A& T XA B B A B RGIER, 3H4T 1 SEM 3256 . KI5 X 2 (] 6(A)-(a)+ [E] 6(A)-
(b))AHEL, mPoo.103 ALFE 5 HIAHTE HE L T 7™ E KRS0, ELAER IR . R, s Te S Ak, X
RIFZ 2 K0T DL I A e e e A A, XA RS 2 BRI A —3(32] [33].
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JRIVE[34]. W1l 6(B)FT7R, mPoo.ios ARTEMEACH A Bl T B BH X 4k (-1 1fL), % BH % 2 BRI LV %
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Figure 5. Bacteriostatic experiments of microplate. (A)-(C) Antibacterial activity of mPa91-503, mP9o-103 and mPs3.96 against three Gram-
negative bacteria (4. hydrophila, V. anguillarum, and E. coli) and three Gram-positive bacteria (B. subtilis, S. aureus, and M. luteus)
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Figure 6. SEM images and hemolytic activity. (A) SEM images of S. aureus and E. coli; (B) Hemolysis assay of mPoo-103 at
concentrations ranging from 1/2 x MIC to 4 x MIC
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