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Abstract

In the past ten years, with the completion of the human genome project, high-throughput genomic
technologies, such as chip and a new generation of sequencing technology development, people’s
research interest of IncRNA (hereinafter referred to as the long ncRNA IncRNA) has risen sharply
and become research hotspot. Especially for the research to establish the genetic “central dogma”
and mRNA, people always think RNA is the genetic information transfer intermediary between
DNA and protein, but with the progress of human genome project, it’s found in the composition of
the human genome 30 million base pairs, nucleic acid sequences encoding proteins account for
only about 1.5% of the human genome sequence, and the other is 98.5 percent non-protein coding
sequence. This protein coding gene sequence was once considered to be the genome evolution in
the process of accumulation of useless junk sequences. With the in-depth research, more and more
evidence has shown that they may have more important biological functions. 2012 released en-
code found that non-protein coding sequence accounted for the vast majority of length, greater
than 200 nucleotides non-coding RNA (hereinafter referred to as the long ncRNA IncRNA). These
IncRNAs, through different mechanisms of action and in different levels of gene expression regula-
tion, are closely related to human growth and development, disease occurrence.
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e ENTILE, BEEARER4TRIN TR, mEEERAEAR, W AFHF—RUFERNERE,
AT IncRNA (Long non-coding RNAfEFRIncRNA) B T M@ SR BT, BOABFARHGR . Kealidfg
“HLIEN” BSLATmRNAMIFER, BEAE AT —EIUCNRNARDNASE AR Z BEAE BARKH 4,
BEREEANRERATRIFARRERE, RRELHRAREFARSVZABESF, FEEARNERFF
KA &5 AREFAFFHI1.5%, HAh98.5%NIEEBRILFF . XEARGEBRKERFFYE—E
BYCNRZEF AR FEFHERY AN “BE3RFF” , BEERFTRPEAN, BREESUEERB N6
BEAEBEERNAEYZINEE. 2012 KA K ENCODEF A RMIEE AHmBLFIIF H4 KRB AKERT
200V ) 3EZRFERNA (Long non-coding RNAfGFRIncRNA), X EIncRNAE LA [ K1EAVLE], AR

AP BREREHTRE, SARNERKRE. BRPREFBTIHER,

e 45
K#3JE4IERNA, LncRNA, BFFEHER

1. 5|18

KHEJES RS RNA (Long non-coding RNA, IncRNA)— &8 5 KT 200 MEHER, A= 5HRDb& 5
R B RNA [1]e A2 T 20 M A% N B i 5T b, 30 B 2H 230K 7 M A 2 e S 2]
2. InRNA K433

Mercer %53 MR 7E L A 20 b5 40007 2 (A 4 i ik DR ) A7 EANAE XS 77 1), % IncRNAs 4324 5 25: 1) [A
X (sense) IncRNAs: 5[] L F 5 —#FW— AN AL FHES; 2) & U (antisense) IncRNAs: 5%
S DRI ANE FES, 3) Wnl(bidrectional) IncRNAs: IncRNAs FJ#E st in 7 m 5 H B AME AR
ARGt i S 6 SR A f 42 5EI s 4) N4 T(intron) IncRNAs: 584 KIE T A — R — AN E T
5) J:[H[E](1incRNAs) IncRNAs: A7 2 gt 8 [H 3L R 1) 1a] X

3. IncRNA B9IhgE
IncRNA 7] PIFE 2 AN 2 _F RS R P RIE KT, EEARE. RUBE22RE. BxiiiE. x5
3.1. RILBEF T

FWIBAE 2248 DNA JF AR A AR M AR B TR0k H R AR T RTE AL (1 2508 o 1o o502 2 4 i PN o T 8t
A5 B LM HAR v B A W B R R R A, RV RUR A AE AR R A A A 7 ok, HaR Ml e fE K
AN A FE T R  BE AR E M [4]. IncRNA 38 I R IBAL 2 A2 AW A I 28 i I 3 vh K45 38 FLEL R4
YERI[5]: B4 715 DNA H AL, 757418 A e, 835 ALENC, W5 4Lt i E A4, 77 microRNA
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SRR, SRR

6]
3.2. HFRE

IncRNA RELEHE K 13 3L 2 RO L i) SEBIL OGS 3k PR 8 HEAT 4%, W] (e itk i S R ik, 2 2R
TN 1) WAL A B i #E AL R RIE s 2) S5 SR AMBI EHIRs mBL A IRk 3) (F 3R
PRl ARAEAE s 4) AHCR T I0E R, TIRECSORIGE SRR, MR 3 7 e HAE( 7).

3.3. HRFEE

IncRNA RefE# 3¢ 5 /K-l 5 HAth RNA B B AN T sOCEE T iR Bk R 3Rk . BFE 1) 1B
/N AESAY RNA FIRTR[8]; 2) s2mm At RNA E#EMHEEIY). s, PHESEFE9]: 3) 18E mRNA #
PRI A B PR AR mRNA [9]; 4) S BhE0 I K 01 BIE[10].

4. IncRNA F#Z B ERIEH 5 FHLH

IncRNAs fENEE MR T2 5 5 FAEMSR 1], BIRBIALEL, T55: 554 T i
BT BRN T KRS T

4.1. FSH5F

IncRNA HJ {F g3k (K] I 25 RIE AR . SRS ShnEM0, EATREERE I 7] 22 8] b sxe i i 55 42
PIERKE, BOOFAET. WONIRI, ] TR T G AR RS

4.2. FERF
IncRNA T 1E N 1H 4 FHE 5 HoAth RNA 458 & A AT RNA S Hohgefr &,
4.3. 31B89F

IncRNA A[1ER5I 53, HEEAMEFLS S DNA FEXE, 515 EAM-RNA EEWE N THE
B RR KA S AR -

4.4. TEHF
IncRNA 1J{EAEEWINIZEE, FRRSEE&EZNRVREIEER.
4.5. EENTF

FEE IncRNA 7] B Z#0 7, WEHENES ST, XE5159 Tk,
5. IncRNA 5 A %%

H T S AI DI RER IncRNA IEAE 1%, FEE DT AW RE, BB ZIE#E R B IncRNA 38155
REH 5 NRZ M IR A B, e M RS 12]. BAARIUDNKEEARSi 9 RNA 1£
B FFAIM B R SR FRIEK 585G EAM LR B8 4%.

5.1. IncRNA 54

IR NSRRI 5 % T, X IncRNA I FEAE IR A A R et A i 4 i S2 278 7 B AL
HELE IncRNA 7E R AOFE FIDLE S B o 7€ (K IncRNA I8 AU EA # s B0 ) B
T HL AT A e S 1 A PR R 24



t

FLAE 20 20K, EMCHEEE H19 R 58— MO I S8 AE A <) IncRNA, e 5B BUfs A XU 1 H
[13], fEBEMUE . . e PR AR, WEABEDEE R EY[14], WA 5P REAKEk
TR s W TRIZ 2 15]. F7E KL IncRNAs (PRNCR1 #1 PCGEM1){E ¥ £ 1ij 51 e i 5 0 s 7K~
i, ANHEXF A IncRNAs WU AT 400 57 41 Bt Jee 40 M 0 AR K[ 1610 2003 48 & 3L fils i s 3 A O B s A 1
(MALAT-D)W 2 —Mieta 9, iy, g5, ke, e, FemshRik b, 22
fliE R AR E[17]. BH LR KUK IncRNA (prostate cancer antigen 3, PCA3), 741 ixfe =
Ak, Rp T I AT I 18]

5.2. IncRNA 5#HZ R 5EHR

WEFCR I IncRNA 5 VF 2102 A1 R GUP0 B VIS, BRI R SR ERAE « K4 7 20E | Prader-Willi
CREVAE IVMULE . BRBDESE[19]. IncRNAs f£15 2 R 2 54 RGRIRIN KA KR, |25 585K
B 2T LR REE . MM TSR . 8 R AT, IneRNA BE I T9AH ¢ 8 F 4 i
SEAIE . IncRNA SEIE AT, A — RAIMHRE AR AR, S REBIR IR A
IncRNA i62 5 T 2 K MR I S Be SR #3000 HD . MAGAR MRS 10 50w 1A [20] -

6. RE

IncRNA #ENn%, hEEE 2, HEMU A /& IncRNA FIDhREATTE FIHLEI R B, XF IncRNA (1] T fift
MAREE 2 H, 7 L ROH RGBT AR R G288 IncRNA,FFIE—PHRER IncRNA 451 DiRg.
WL . X IncRNA PIERATF A FI T IR AN B & Z M TS5 IR, N2 R 495K
I3 (12 W RIE 7 SR AL BT I A4 A A5 Gt ek s R 22 R Gosicii B AT B Z 5 S M A B AR, iR
REFR B — PG AR A, ARSI RS0 2 W A IR REIPER o XTI & S Ik . Bhilik
WG T B 8 2 0 8 A 1 5 D R s A R OR iR 35 B

EE&WE

ARG R| DL SO S A BRIES(N: 2011j01196). fREEAE GIHFE L (N: 2011-cx-29).
WEEBHE TRHA LI EWN: yalll4]), #EEE TATIRRT 7L EWN: zlexn03). #EEE 52T H (N:
20153500016)F1 7 1t [F 2% H AR FE 42 (N: 81403255, N: 81503431).
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