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Abstract

Objective: To investigate the mechanism of action of Xuanbai Chengqi Decoction in treating sepsis-
induced acute lung injury using network pharmacology and molecular docking. Methods: The active
ingredients of Xuanbai Chengqi Decoction were identified through the Traditional Chinese Medi-
cine Systems Pharmacology Database and Analysis Platform (TCMSP). Rhubarb, almond, and Fruc-
tus Trichosanthis were selected as the effective components. The potential therapeutic targets of
these effective components were predicted using the Swiss Target Prediction tool. Disease-related
targets for sepsis and acute lung injury were collected from the GeneCards database, and a Venn
diagram was created to identify the potential effective targets of Xuanbai Chengqi Decoction in treat-
ing sepsis-induced acute lung injury. A drug-target protein-disease network was constructed, and
the importance of each effective component in treating sepsis-induced acute lung injury was ana-
lyzed using Cytoscape software. The potential therapeutic targets of the effective chemical compo-
nents were intersected with the disease-related genes and subjected to Gene Ontology (GO) function
analysis and Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway enrichment analysis. Mo-
lecular docking was performed to verify the binding affinity between the effective chemical compo-
nents and the target proteins. Results: A total of 46 effective chemical components and 580 potential
therapeutic targets were identified for Xuanbai Chengqi Decoction. Among these, 275 potential tar-
gets were associated with the treatment of sepsis-induced acute lung injury. The chemical compo-
nents with high topological properties exhibited strong binding affinity with the target proteins. Con-
clusion: Components such as ligustrazine, vitamin E, glycyrrhizin, and sennoside E qt can act on tar-
gets like AKT1, IL6, SRC, EGFR, BCL2, and CASP3. These components exert anti-inflammatory and im-
mune-regulatory effects by modulating disease-related pathways in sepsis-induced acute lung injury,
such as the ErbB signaling pathway, apoptosis, human cytomegalovirus (HCMV) infection, prolactin
signaling pathway, and cAMP signaling pathway, thereby promoting the recovery of organ function.

Keywords

Sepsis, Acute Lung Injury, Xuanbai Chengqi Decoction, Network Pharmacology, Molecular Docking

Copyright © 2025 by author(s) and Hans Publishers Inc.
This work is licensed under the Creative Commons Attribution International License (CC BY 4.0).

http://creativecommons.org/licenses/by/4.0/

(GROBY s s

1. 3]

HEFAE (Sepsis) 2 PG 512 (0 1 s B 2K R B e X A A R 2% B hRe PR [1], B BN BLAE A A
FERMLO FIGIREE, T S BRI D) RERERT . PR O S 48 B 5830, B ERAE 0T R824 76 oy i At Pl ™ S Bl
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PRI SR RO B I8 9 REAE (1 4 B SORE IROBLER G AE . WL R B FE R B . B IRFO4E[5], 18
IREERE AR FRILFE A, 4 B OE IR N A F U 88 B D RERRAS AR AR 2. T2 i 5 2 B M R B0 38 B 2
—, WRERE SENTG A RSB K ROR, BRI R, & R R AR IR R R 7 G Pk .

12477 77 (Traditional Chinese Medicine){f FHELFE R 2 . WL B AR NG L O3, 3K 28 b 2444
T I RERR I M) AR B VA L SRR A EE v, RN, MR AR TR G b IR ISORI SR e A
PERLRRTT AR . IREHE S 0 I K 2 Wk {2, R ZERANT, Wrisml ] S geng 2, IR E0E  GRA
AR BTR:  CMRARANT, RN, APK, MAARE, EAKRSBEZ” [6]. HEAKS R
R A RRRECAE R MR 257557, HEERECH A A B . ERTR . A RER MR, Ho7EiRms
ZIRANGE FRAE S I IAEE AN SRR 2 0, BARHE LR, A B BA R budie k. AT
MR AARAIEFT], AARFEEA R R B, S8 B That. ) 200 . 4w i K 24 A (8],
AT B (RPN JE ISR TR T PRCR9], TN R B el R S bk =
RN P /CREE . (EREHEE . A DU PR IR e ThRE[10]. IUARIGIRR I, B KRS
LR, GARITIESS B =77 0 RA — e T /1], RGP R, iS5 KEHEE, Kipfts
RAAFI TRl & B, B ARS8 IR0 IREE S A — e i T ER, AT A
STHLHI R 54 T R

W2 2GR 2E R — T Ee T 232 IHHAYY: . RAEWH. EWE 8552 MBI DR
BB RS A IR, B R S E R, DIRTH ARG T ROR, MEEDE
REWIABIR S, 2900 2 P P sE s 2 18] 32 BOAE AR R S bk bk 2 bl 2 4, ad i 22 I SO0t s
G AL, FRATTRT DA ROt T 25097 A S AR, R IRZIVIETPE R, IR B A
DN IR ST B HORT 0 LR AN AR [12] o A SCHER FE0 F2 Hoke X 248 2 B2 A1 AE W) (5 B S &, IRAUE K
SBIRTT MEERE SR A5 BVE AL, #foE 7 525 i ) = AR R L e YR T VR FA ML B 7
PEFHE A, NI SR FRAT TR & AR SIAHTE A IS 5 T AR, LI PR A FH V6 T7 $ B B 10 S e A0 S R
BS, DUDNIRERRE SO M0 B i 16 9T 5 ThRE K IR 5%

2. HRIFNTTIE

ARSI T I P B 5 e o R R B R R T IR SR R A% AR IR, T T AR R L]
1.

2.1. THiEERASFHAYAS AR =7

A SCE i 24 R 524 R 1 AN AT & TCMSP (https://old.temsp-e.com/temsp.php)# 2% & [ 7K <%
2oy —— AR A (D) IR (RZ), HTAAERE T Y, Rz ETRER,
A [ AH DG STHR AT 15 AT Rk 2 g3 CaS04-2H20,  #4 HIRAE ) HI H JEZ (OB) > 30% A & 2524 1% (DL) > 18%
VB NH BURA W06 1%k 2648« B F 208 FIFH Molecule Smile LAz CAS “57E Swiss Target Predication
(http:/Awww.swisstargetprediction.ch/)f5E i Fh gE AT 81 AT, 5 TN 25 SR b AT RE IR T 0 R EE N E
J7 WA U8 HE A

22. KRBERRBEERASHBEL AL

It Genecards %4 F (https://www.genecards.org/), LAKEEAE (sepsis)-5 @ M fiti4ii £ (acute lung injury)
KRB R PR L N, B AR RIS A U R SR R R R N B AR T &, I A AE
YRR B AR I VR T AL
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Figure 1. Method flow chart
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24. EBEEE(PP)WMERIEL KBV R EBRTHE

FIFH STRING %# % (https://cn.string-db.org V12.0)73 & K AT EIRITHUS R R, AFEEA
B EAEH 2 AR A0 R E R R, B85 RN TSV X5\ Cytoscape (3.10.0) 378 A ELAEM
ZHIAIAAL, JRIEIE Centiscape f14- ik AZ LHE MR H, NGS5 T X otk & TR,

2.5. GO @i K KEGG BT

B E AR5 MEEE SRR B RO E 5 SN David Bl R, 31T GO GE R AMK L) & 4
AT UL I KEGG(R #2524 A AL 1)@ B o #r, b GO GEREIAAR) & /i G Y i 72
(BP). 4HEZH A% (CC) 2 T-IhRE(MF), F L& R mr a4k, [R] Ao 3 20 % A 8% (A BIME OC Rt AT T AL

26. FFXIE

AUHFRIEET B2y - LA S B HESE, #E Uniprot (https://www.uniprot.org/) 2538 31 £ 4 4
AT 6 17 A% Lo o5 B I 45 1) 5K, B 5 72 PDB £i#is /2 (https://www.resb.org/) ' 0AH B8 5 85 1 3D 25 M1
PDB #% 30, 7E Pubchem # R & HA A A B - #SE A - RN RT 4 ALRL2E sy, JF
I 2D £, fiTH MOE (2022.02) % H kAT RE ML AL EE, FFE ST/ TR . 4§/ MOE (2022.02)
THNEAEWATIKSEAEE, iz 08 SEASE R ES FIT o 758, &R ES
AEERARAR R X e R R T, W A RS T AL E B, I 300 0 1 0o 4245 SR A Pymol T HL 3k
IR
3. R
31 BAEARSTANEHILERS

£ TCMSP Hufis i i 2 2 8 R A UL Ao 46 4>, H A KE 16 4>, S (A ) 19
A MERER) 114 EREEREAEAR, #7655 580 M HAAKEAERT A, &
FER A R O (WA 1)

Table 1. Table of effective components of Xuanbai Chengqi decoction

* 1 ERRSABRESE

Molecule ID Molecule name I OB DL
MOL000471 aloe-emodin IRE-IN ¥ 83.38 0.24
MOL002293 Sennoside D_qt FHS5H Dqt 61.06 0.61
MOL002235 EUPATIN pEy Y 50.8 0.41
N MOL002276 Sennoside E_gt TG E qt 50.69 0.61
MOL000096 (-)-catechin ()-ILHFHR 49.68 0.24
MOL002251 Mutatochrome BEARE b EREAN 48.64 0.61
MOL002268 rhein N7 47.07 0.28
" MOL010921 estrone MERE B 53.56 0.32
MOL010922 Diisooctyl succinate BEIAMR — 5 L g 31.62 0.23
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MOL002211 11,14-eicosadienoic acid 1114- R )RR s 39.99 0.2
MOL000211 Mairin T 55.38 0.78
MOL000359 sitosterol A 36.91 0.75
MOL000449 Stigmasterol R 43.83 0.76
MOL005030 gondoic acid B 3 fi 1 R 30.7 0.2
MOL007179 Linolenic acid ethyl ester MV JRRER T 46.1 0.2
MOL007165 10a-cucurbita-5,24-diene-34-ol 100 #7475 1 44,02 0.74
MOL007175 karounidiol 3-0-benzoate FEREmE —IE-3- KRR 43.99 05

JRE MOL004355 Spinasterol P 42.98 0.76
MOL001494 Mandenol + )\ B 0 42 0.19
MOLO006756 Schottenol Al A5 S 37.42 0.75
MOL007172 7-oxo-dihydrokaro-unidiol 7-HAR SR 36.85 0.75

HE CaS04-2H20

3.2. FHEHEE

i#IT Genecards 415 ] 3 M BRREVE FE AL K] 3698 N, A MEMHI I EREIE Y 9851 4y, FEFIALE
LT B RN E FR AR IR R AR BOR AL i, =3 2 RS SR AT R B e, RIS B FUK
IR TT MRERE SR B 07 T ARG THE T, 3 275 (LA 2).

Sepsis Acute Lung Injury

ERESA

Figure 2. Venn diagram of disease-drug-targets
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HALE ARG A B B SR AR AR R LA 3), FEZB 2 W B (g s, K s Rl
(UL 4), 383 28 25 B m 45 3 Fh T DU A7 35 1 73 79l /2 DH3 (Eupatin, 2238 07). GLP9 (vitamin-E, 4E4E
# E). XR16 (Glabridin, &% H ). DH4 (Sennoside E_qt, HFV5H E qt).
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Figure 3. Drug-target protein-disease network diagram

E 3 Y- BREH - RRNEE

EUPATIN

vitamin-e

Glabridin

Sennoside E_qt
Linolenic acid ethyl ester
rhein
11,14-eicosadienoic acid = Degree
Hydroxygenkwanin

beta-sitosterol

gondoic acid

0 20 40 60 80 100

Figure 4. Relationship between active ingredients and target proteins

E4 AYRSREREAXRE

3.4. EBEEE(PP)MEIE R L R EHRIFIE

BE ARSI 275 DML SR AR T SN STRING 34 F 1535 5196 & HAER R, S SCV #%ak
2R, ¥ FHF A Cytoscape (3.10.0)HEAT W 2% 73 it 3047 nT WAL 2 B (L 1] 5) 7 FH #di 2 Centiscape 4
PERRHE 46 1T (Betweenness, Closeness, Degree) iifiif #% 00 8 (4 45 S 404 2, BURT 6 1793 5172 AKT1.1L6.SRC.
EGFR. BCL2. CASP3, #iljins 2.
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Figure 5. PPI network diagram of target protein
5. $SEH PPI M4EE

Table 2. Core protein correlation

F2 BLEBREXM

name Betweenness unDir Closeness unDir Degree
AKT1 5719.470373 0.002702703 176
IL6 5493.595425 0.002666667 171
SRC 3883.414358 0.002457002 142
EGFR 1867.578525 0.002439024 138
BCL2 1735.432488 0.002409639 132
CASP3 1391.373455 0.002409639 132

3.5. GO jEig & KEGG B EE ST

¥ 275 MESAER AR David HdEET GO HHESHTLLL KEGG @ik, s &M T &M
(Pvalue) i 20 4% H AT HIE 70, RINE FAR AR T IRERAE S G409 76 4= 4 7 1 72 (Biological process)
B R BRI A0 RIS I IE YRR NIRRT R N BRI R R AL S T, KT
53 T RE(Molecular function) /5 T = 22 I B A RS S R IBRA 1 . BRSE & RIS A4 G A L8Ry
AR E TS5 T, ARG M ZH s (Cellular component) (520 3 229 K 4R B0 . 4B BRI 5T . 4 i S T
AR AR T . KEGG 15 5@ & £ a1 176 M 5@Eg, R E4ET ErbB {5 5. 40
T NEHmE R ARG 5@ cAMP 55 @SSk gs B ar LA 6 515 7), {F Uniprot
HOHE AT TE TR T B U R R 4 #4464 Uniprot ID,  F4i A\ KEGG (https://www.kegg. jp/kega/) £ 2 75 i)
WP EATERR, Hh ErbB 55 @M EAEIERR T I 8.
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Figure 7. Visualization of KEGG pathway analysis results
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3.6. SFXIE

M PubChem (https://pubchem.ncbi.nlm.nih.gov/)# s Fh G 28 5 F 303 22 3 . 484K E. e H F e b
FFIGH E X LeGE VAL S BT /Ny T 24548, FRIEAT HARA AR R I /Ny T R4 L, N4 AKTLL IL6.
SRC. EGFR. BCL2. CASP3 H 454t PDB #£3X, il MOE (2022.02) . H¥4 & 1 PDB #& 2 257K 43
THEMWAHE . X TS R W N RIFR, T SEASWSHBFNE G, FkaE
et Rl (L 9 514 10).
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MOL004908
MOL002235 -
MOL002276 -
MOL007180 -

4. ¥1ig

AL RER, HEASSIRIT RS S E 0 F Bl v R St . iR R BV HE
BN HIHH EqUA IR, LPS & df 22 [ It A - B 4 4, BUARHIT 70 3 BH 3 24 sl v] LA LPS 5
51 P65 LR LL e NOS B IERIE, LA R e 4 i Hh A R 2k o = A, AT s B 4 (A
F[13], #EA:2 E AT LARRAR A AT b 6 20 10 A 45495 P 40 P P A1 3 e DATE T B S P P 4% R A4
PRI TNF-an 1L-18 J& 1L-6 55 555 R 1 R aA K, S8 B30 0% [ BRI Z0)
HH [ S R A 8] B 38 JE AR kD [14] 0 J6ECH @ i 40 i 8 (7= A, JFlid os BKCa iliE . R NO &
K= AR AR F o eI R PR A B (COX) I MR I Bt R AE A [15], &5 H E RBESH I —Fi R
Fafde, B PURA « B BRI T R4 I [16], %o il 98 5o 5 11 TR R 4 28 6 781 46 BR R B A — 58 MM 8UR [17].

K 8 VR P R R S B T o TR T IR ERE SR IR S, 15 B E AR RS IRTT
T 6 HIFERN AKT1. IL6. SRC. EGFR. BCL2. CASP3. AKT1 &k (i, M4 AHCHT
FU2 AL S 45 £ 6F Hh P L A 5 1 e SRE SRR . R MR B TE B SR . AR AR DA R
AL JE AT DR LAY S 50 DR A P A S 8 S I A S AP A FH (18] 0 16 S — P 98 E S5 o i e S B A FH () 4
BRI, o ek e ARk AR E R B2 SRR AR, R R S I A R EE AN e —. 1R
P FEAE 51 R IR I LT, BV M P ) miR-155-55P JE R 2Rk BB, {24F 1L-6 ) RNA FikK
RS, FRKE PR R IR, AR, s ] 1L-6 S R BRI RS
5, PHWTHHMIFR I 1L-6 244k, M0 58 5 N 7 PRI  7E 1R YT R R S Mt 43 75 T A — & 97 2[19]
[20]. SRC EN—ME RN, = 5HME T HIE 546 5 UL R R, [FHAE Ny Fe s 40 (5 5 15 1%
MR T, JEAHSCHT TR, 76 LPS ML T, SRC W51 (/= EAH ELAE T, 4040 i 5 o 4%

DOI: 10.12677/jcpm.2025.42299 1265 s PRANME AL 22 2


https://doi.org/10.12677/jcpm.2025.42299

28, XiEl

S 2 L) R T 1 B, AT UL I P SR SO, PR 4 B 98 B I [21] « EGFR (REAKEHE 732
)5 b A0 i BRSSO R B DA O IR RiI G, AR ) EGFR $Em, 5 b 5 A A G
WA 2%, AR LRI, Ml b R dn i el il AR K R 7 A, B A 4ii AR 18 MR IRAEE 7. B
R A B 1 = AR IR, (R oAb M Y b R AR, A BT s 5 S RE R4 [22] [23]. BCL2
WA —FPURT RN, £ EE R BOEE M R A0 6 R R AN T, AW SRS, BCL2 &
13 A DL I S 2R A I AR LPS 5 5 R 4 M 453 45 5 oM At 3 P e s 1E Jj [24]. CASP3 2 4
M T B R, A ER TR, AR AP Ca2 AR, R Ca?* [k B HE S
v, RURAIN G C NERRLR AR08 B PR SR, BE N b, W — [ S S R O i
T2, fefli CASP3 . i CASP3 FiARENS 25 js /D AN M T2, I H BEckE S Ll 5 B i
b R B B D e B RS [25] [26]

ARFFERIL, B EARSHEIT MEE S0 A s B A EEE T ErbB (5 5@ AIE T,
NE IS (HCMV), L 22 5@ . cAMP {3 Sl B S5, AHRAH SR 9T SR ErbB &
13 TR 7 R A YA T P R O AE R [27], AR T R WL I 3 S S A i — 304y, B T4
FE PP RO B R SO R A A, R RT3 B0 R G R R R 2R A5 19 [ 28] - B EEE R R B — e M B
TR R TR R LA MIPE T, 08 0E S B DA K 5493 [29], Bk EEE B 3 o A e ThRE R )
I 8, R N I 7 3 (HCMV) FFB0E & AR R 08 31% [30] . FE G il i i #E B 3 R A2 N B4l i
TGS, M RO, RSO R R T, W E g 3R -18, MORIRAER 1, IR AR R,
N 40 5 25 () PRSI 92 1CU = G s 0 1) R E o0 A6 3 AN R TOLJS (0 S U PR R (3], 4 AH S
FRW, MEFLRMEN—FOMERER, 0T LI Ik 3 n ] v Ve 2 40 KPR s> A 3 20 BT R 1 2 08 kA
G S SE, AR 0, 2 BB TG 1 B K S [32]. CAMP {5 S IBER R IMZ TR R R —Fh, #EAH
KWFFLRY], cAMP H] LAZwtL—Ffr Cathelicidin FURIK LL-17, & PRI IE A 1E 3= B G020 B Jek 4k v 110 S B
5%, 1 CAMP 7ERREHIE () e R h iy isE EE M, SIREEM TS BEMC, HEE —Emizkin
1H[33].

ZELFTIR, ASCHETMGLHE Y, 0 7B ARS GG MEERE S IR 0 00 RO sy, A FHE S
FAG 5B B AKSD T RIFE LI 44 R EOLEH e BB E qt S3ETE fEi8/E T AKTL.
IL6. SRC. EGFR. BCL2. CASP3 S5#l ft, 18 i 5 ik B Ik At £ 5 13 A O824 ErbB {5 5 i %
RPN EGH M 3R, ML RS 5B . cAMP {5 S3@ I RIEHT A LS AR 1 O RCR, (et 28
HINREMRERE . I CRMEY ATs: “MiF R, T, TaKRE. ” iS5 RmHERE, Sk
B ARSI 0 I N SO N, MR R R I Th e AT I ARG 2 8. XA R R MERE
SR BRI — @SB ME, AT S S SR A .

SE

[1] HEE, SeHESF, XRRN, A b ERREEAR SR T 2216 T 1R (2018) [J]. kL. AUE. 2E, 2019, 20(1): 3-22.

[2] Perner, A., Cecconi, M., Cronhjort, M., Darmon, M., Jakob, S.M., Pettila, V., et al. (2018) Expert Statement for the
Management of Hypovolemia in Sepsis. Intensive Care Medicine, 44, 791-798.
https://doi.org/10.1007/s00134-018-5177-x

[3] Prescott, H.C. and Angus, D.C. (2018) Postsepsis Morbidity. JAMA, 319, 91. https://doi.org/10.1001/jama.2017.19809

[4] Reinhart, K., Daniels, R., Kissoon, N., Machado, F.R., Schachter, R.D. and Finfer, S. (2017) Recognizing Sepsis as a
Global Health Priority—A WHO Resolution. New England Journal of Medicine, 377, 414-417.
https://doi.org/10.1056/nejmp1707170

5] AR, kAR, SAEM, 25 MREEAA M SRR R H LT Sk R 0], ZHEE S, 2010, 14(6): 722-723.
[6] H3E. EWEHM]. Jbat: NRTAHRAE, 1963.

DOI: 10.12677/jcpm.2025.42299 1266 s RN PEAL 2 2


https://doi.org/10.12677/jcpm.2025.42299
https://doi.org/10.1007/s00134-018-5177-x
https://doi.org/10.1001/jama.2017.19809
https://doi.org/10.1056/nejmp1707170

m

ZAE, XYL

¢

(7]
(8]
(9]

[10]
[11]

[12]
[13]

[14]

[15]
[16]

[17]

(18]

[19]

[20]

[21]

[22]

[23]

[24]

[25]

[26]

[27]

[28]

[29]

NSO, B, EHEM, & VWAL BERPIRERD]. B E#, 2021, 44(7): 1793-1796.
M R REE, B OKEEH RN M LA PR EEER]. L AR MLL, 2024, 53(10): 135-137+141.

TAZE, PRASIR, 1RTE, 55, P2 AT FUk R R SR AR SR TN 3T 9], th AR R 2G5 T, 2024, 42(9): 199-
2009.

e B o, Tk, skaqh. NELHEM R HEL]. FE4H, 2010, 29(7): 417-419.

77, UL, B A E KB ARG T A SR R R R[], B R R SUIE, 2021, 30(4):
707-710.

Hopkins, A.L. (2008) Network Pharmacology: The Next Paradigm in Drug Discovery. Nature Chemical Biology, 4, 682-
690. https://doi.org/10.1038/nchembio.118

Chou, C.H., Hsu, K.C., Lin, T.E. and Yang, C.R. (2020) Anti-Inflammatory and Tau Phosphorylation-Inhibitory Effects
of Eupatin. Molecules, 25, Article No. 5652. https://doi.org/10.3390/molecules25235652

Parlar, A., Arslan, S.0. and Cam, S.A. (2020) Glabridin Alleviates Inflammation and Nociception in Rodents by Acti-
vating BKCa Channels and Reducing NO Levels. Biological and Pharmaceutical Bulletin, 43, 884-897.
https://doi.org/10.1248/bpb.b20-00038

FULIR, JelesE, SAME FISTHINTI RN TR ER SR, 2014, 30(1): 118-122.
Uwazie, J.N., Yakubu, M.T., Ashafa, A.O.T. and Ajiboye, T.O. (2020) Identification and Characterization of Anti-Dia-

betic Principle in Senna alata (Linn.) Flower Using Alloxan-Induced Diabetic Male Wistar Rats. Journal of Ethnophar-
macology, 261, Article ID: 112997. https://doi.org/10.1016/j.jep.2020.112997

Liu, G, Bi, Y., Wang, R., Shen, B., Zhang, Y., Yang, H., et al. (2013) Kinase AKT1 Negatively Controls Neutrophil
Recruitment and Function in Mice. The Journal of Immunology, 191, 2680-2690.
https://doi.org/10.4049/jimmunol.1300736

XL, B, XM, 5. miR-155-5P 7F ik HEiE S It Ml 45 4 iy 1R 428 i vl E W 4 i 1L-6. MIP-2 [ IA ] w4 41
WA 2 ma[J]. A e S PR 5 v T 2R S (48 hiR), 2020, 6(2): 198-205.

JRESS. miR-590-5p ML A EME AR 6 ZAMMEIE FHURENED]: [ML2Aarie ] sl BURE,
2019.

Chen, Q., Chen, T., Xu, Y., Zhu, J., Jiang, Y., Zhao, Y., et al. (2010) Steroid Receptor Coactivator 3 Is Required for

Clearing Bacteria and Repressing Inflammatory Response in Escherichia coli-Induced Septic Peritonitis. The Journal of
Immunology, 185, 5444-5452. https://doi.org/10.4049/jimmunol.0903802

Mu, M., Gao, P., Yang, Q., He, J., Wu, F., Han, X, et al. (2020) Alveolar Epithelial Cells Promote IGF-1 Production by
Alveolar Macrophages through TGF-4 to Suppress Endogenous Inflammatory Signals. Frontiers in Immunology, 11,
Article No. 1585. https://doi.org/10.3389/fimmu.2020.01585

Meng, C., Wang, S., Wang, X., Lv, J., Zeng, W., Chang, R., et al. (2020) Amphiregulin Inhibits TNF-a-Induced Alveolar
Epithelial Cell Death through EGFR Signaling Pathway. Biomedicine & Pharmacotherapy, 125, Article ID: 109995.
https://doi.org/10.1016/j.biopha.2020.109995

Zhang, Z., Chen, Z., Liu, R., Liang, Q., Peng, Z., Yin, S., et al. (2020) Bcl-2 Proteins Regulate Mitophagy in Lipopoly-
saccharide-Induced Acute Lung Injury via PINK1/Parkin Signaling Pathway. Oxidative Medicine and Cellular Longevity,
2020, Article 1D: 6579696. https://doi.org/10.1155/2020/6579696

Yu, Y., Zhang, Y., Zhang, J., Guan, C., Liu, L. and Ren, L. (2020) Cantharidin-Induced Acute Hepatotoxicity: The Role
of TNF-a, IKK-a, Bel-2, Bax and Caspase3. Journal of Applied Toxicology, 40, 1526-1533.
https://doi.org/10.1002/jat.4003

Messer, M.P., Kellermann, P., Weber, S.J., Hohmann, C., Denk, S., Klohs, B., et al. (2013) Silencing of FAS, FAS-
Associated via Death Domain, or Caspase3 Differentially Affects Lung Inflammation, Apoptosis, and Development of
Trauma-Induced Septic Acute Lung Injury. Shock, 39, 19-27. https://doi.org/10.1097/shk.0b013e318277d856

Rahman, A., Henry, K.M., Herman, K.D., Thompson, A.A., Isles, H.M., Tulotta, C., et al. (2019) Inhibition of ErbB
Kinase Signalling Promotes Resolution of Neutrophilic Inflammation. eLife, 8, €50990.
https://doi.org/10.7554/elife.50990

Betsuyaku, T., Ito, Y., Peake, N., Al-Bari, A.A., EI-Akabawy, G. and Eid, N. (2024) Enhanced Autophagy and Phago-
cytosis of Apoptotic Lymphocytes in Splenic Macrophages of Acute Ethanol-Treated Rats: Light and Electron Micro-
scopic Studies. Histology and Histopathology, 39, 853-866.

Kumar, V. (2020) Pulmonary Innate Immune Response Determines the Outcome of Inflammation during Pneumonia
and Sepsis-Associated Acute Lung Injury. Frontiers in Immunology, 11, Article No. 1722.
https://doi.org/10.3389/fimmu.2020.01722

Li, X., Huang, Y., Xu, Z., Zhang, R., Liu, X., Li, Y., et al. (2018) Cytomegalovirus Infection and Outcome in

DOI: 10.12677/jcpm.2025.42299 1267 I RS PR = 25


https://doi.org/10.12677/jcpm.2025.42299
https://doi.org/10.1038/nchembio.118
https://doi.org/10.3390/molecules25235652
https://doi.org/10.1248/bpb.b20-00038
https://doi.org/10.1016/j.jep.2020.112997
https://doi.org/10.4049/jimmunol.1300736
https://doi.org/10.4049/jimmunol.0903802
https://doi.org/10.3389/fimmu.2020.01585
https://doi.org/10.1016/j.biopha.2020.109995
https://doi.org/10.1155/2020/6579696
https://doi.org/10.1002/jat.4003
https://doi.org/10.1097/shk.0b013e318277d856
https://doi.org/10.7554/elife.50990
https://doi.org/10.3389/fimmu.2020.01722

Zs A

G

Lokl

Immunocompetent Patients in the Intensive Care Unit: A Systematic Review and Meta-Analysis. BMC Infectious Dis-
eases, 18, Article No. 289. https://doi.org/10.1186/s12879-018-3195-5

[30] #hg, pEEGE, DA NENMFHETEIEE 1ICU AR5 I ik B 5 b A A R TG /T[], E Pk
22k ik 2024, 45(1): 121-125.

[31] fH5m, AL, JUEE, T MG ™ E s B B3 N A1 A-DR R AT P BE R 40 A0 ik 52441 LR T
JE IRz 3], [ fa R SR EE 2, 2012, 24(8): 461-464.

[32] Majewski, K., Agier, J., Koztowska, E. and Brzezinska-Btaszczyk, E. (2017) Serum Level of Cathelicidin LL-37 in
Patients with Active Tuberculosis and Other Infectious Diseases. Journal of Biological Regulators and Homeostatic
Agents, 31, 731-736.

[33] AR, MR, FETAME B A TR S BEAR S RIS AE U AR 0], BR 2245 I, 2022, 35(15): 1-6+13.

DOI: 10.12677/jcpm.2025.42299 1268 s RN PEAL 2 2


https://doi.org/10.12677/jcpm.2025.42299
https://doi.org/10.1186/s12879-018-3195-5

	基于网络药理学及分子对接探究宣白承气汤治疗脓毒症急性肺损伤作用机制
	摘  要
	关键词
	Discussion of the Mechanism of Xuanbai Chengqi Decoction in Treating Sepsis-Induced Acute Lung Injury Based on Network Pharmacology and Molecular Docking
	Abstract
	Keywords
	1. 引言
	2. 材料和方法
	2.1. 筛选宣白承气汤有效成分以及靶点预测
	2.2. 疾病靶基因获取及宣白承气汤潜在靶点筛选 
	2.3. 构建药物–靶点蛋白–疾病网络图 
	2.4. 蛋白互作(PPI)网络的建立及核心靶点蛋白的筛选  
	2.5. GO通路及KEGG通路分析 
	2.6. 分子对接 

	3. 结果
	3.1. 筛选宣白承气汤的有效化学成分 
	3.2. 制作维恩图
	3.3. 构建药物–靶点蛋白–疾病网络图
	3.4. 蛋白互作(PPI)网络的构建以及核心靶点蛋白的筛选
	3.5. GO通路及KEGG通路富集分析 
	3.6. 分子对接  

	4. 讨论
	参考文献

