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Abstract

Nowadays to examine biological trace samples is not only one of the most complicated problems in
the forensic cases, but also one of research hotspots and difficulties in forensic genetics currently.
Due to its characteristics, such as small size, trace and difficulty of identifying, it is often over-
looked by person handling the traffic accident case. In combination with the related case, we ana-
lyzed and studied how to identify the vehicle and recreate the truth of the case by examination of
the STR typing of biological trace sample left at accident scene. And in this case, epithelial cell
samples were examined by the DNA detection technology.
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Figure 1. STR typing map of Sample 1
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Figure 2. STR typing map of Sample 2
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Figure 3. STR typing map of Sample 3
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Table 1. 3 samples of the results of genotyping
%= L3R MERER SRR
FEPR 1 SHatt 2 S 3 SR BEATLUC FCHEZE
D351358 15, 16 15,16 15, 16 0.2312
D1S1656 11,12 11,12 11,12 0.0071
D6S1043 13,14 13,14 13,14 0.0341
D13S317 11 11 11 0.0588
Penta E 14,19 14,19 14,19 0.0091
D165539 9,11 9,11 9,11 0.1486
D18s51 16 16 16 0.0182
D2S1338 17,23 17,23 17,23 0.0284
CSF1PO 10,11 10,11 10,11 0.1196
Penta D 11 11 11 0.0147
THO1 6,7 6,7 6,7 0.0524
VWA 16, 20 16, 20 16, 20 0.0058
D21S11 30,31.2 30, 31.2 30,31.2 0.0440
D7S820 9,12 9,12 9,12 0.0226
D5S818 12,13 12,13 12,13 0.0613
TPOX 8,10 8,10 8,10 0.0271
D8S1179 10, 15 10, 15 10, 15 0.0413
D12S391 16, 22 16, 22 16, 22 0.0015
D195433 13,14.2 13,142 13,14.2 0.0552
FGA 25,27 25,27 25,27 0.0013
Amelogenin X, Y X, Y X, Y -
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