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Abstract

Objective: To screen the active components of spirulina by network pharmacology, to find the core
targets for improving hypertension, and to explore the mechanism of action. Methods: The active
components and targets of spirulina were screened by literature and SWISS Target Prediction da-
tabase. The disease targets were retrieved from GeneCards, OMIM, Drugbank and TTD databases
with ‘Hypertension’ as the key word, and the intersection was taken to construct the PPI network.
GO and KEGG analysis were performed by DAVID, and the component-target-pathway diagram was
constructed by Cytoscape. Results: 754 gene targets were obtained from the effective components
of spirulina, and 203 targets were related to hypertension, such as SRC, CTNNB1, EGFR, STAT3, TP53,
AKT1, PIK3CA, CYP3A4 and other core targets. Through GO and KEGG analysis, 836 BP, 88 CC, 188 MF
items and 167 KEGG signaling pathways were collected. Conclusion: This study shows that the effec-
tive components of spirulina can improve hypertension, and points out the direction for subsequent
mechanism verification experiments.
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Table 1. Active components of spirulina

* 1. BHEEEER S

WS 5D s E5'a CAS
1 HEEA C-phycocyanin 11016-15-2
2 9-VP PR IR y-linolenic acid (GLA) 506-26-3
3 p-HE bR p-carotene 7235-40-7
4 4R a Chlorophyll a 479-61-8
5 M7 & Quercetin 117-39-5
6 1L A3 1y Kaempferol 520-18-3
7 IR Caffeic acid 331-39-5
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8 442 B12 Cyanocobalamin 68-19-9

9 »EEET R GABA 56-12-2
10 ILEER Gallocatechin 970-73-0
11 Al Cystine 24645-67-8
12 T L-Lysine 56-87-1
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14 B 2 L-Rhamnose 6155-35-7
15 2L H R Sericic acid 55306-03-1
16 FNRES N7y L-Aspartic acid 56-84-8
17 AR E Vitamin E-TPGS 30999-06-5
18 BRI Vanillic acid 121-34-6
19 QI Linoleic acid 60-33-3
20 7 2 (£)-Naringenin 67604-48-2
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22 KRR Palmitoleic acid 373-49-9
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Figure 1. Hypertension-related targets
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Figure 2. Intersecting targets
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Figure 3. PPI analysis of common targets of spirulina and hypertension
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