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Abstract

Objective: To explore the mechanism of Qianjinyin in the treatment of chronic eczema with the help
of network pharmacology. Methods: The compounds contained in Qianjinyin were searched by
CHEM-TCM, TCMID database, and their active components and action targets were screened. OMIM,
DisGeNET and PubMed databases were used to screen targets related to chronic eczema. PPI net-
work was constructed in HPRD database, key targets were screened by Cytoscape software, and GO
analysis and signal pathway enrichment analysis were performed in the STRING database. Results: A
total of 109 active ingredients of Zhuangyao Qianjin Decoction were screened out, corresponding to
273 action targets. There were 863 gene targets associated with chronic eczema. Key targets of
Qianjinyin in the treatment of chronic eczema include NR3C1, NFKB1, YWHAE, HMGB1, PLG, TCF3,
PPARG, VDR, TLR4, S100B, etc. GO functional enrichment analysis mainly involves negative regula-
tion of nitrogen metabolism, regulation of cell population proliferation, innate immune response,
and regulation of response to external stimuli. Pathway enrichment analysis mainly involved Toll
Like Receptor 3 (TLR3) Cascade, TRIF (TICAM1) mediated TLR4 signaling, TRAF6 mediated induc-
tion of NFKB and MAP kinases upon TLR7/8 or 9 activation, and cellular responses to stress. Conclu-
sion: Qianjinyin may treat chronic eczema by regulating the immune and stress response of the body,
which is the result of multi-component, multi-target and multi-pathway interaction.
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Figure 1. Venny diagram of Qianjinyin’s regulatory targets and CE’s potential targets
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Figure 2. PPI network of Qianjinyin in the treatment of chronic eczema
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Table 1. Centrality analysis of the key targets in PPI network of Qianjinyin in treating CE
F 1 FEWATEMEEZ X RIEMILSIE PPI ME R a O

NodeName GeneName Degree Betweenness
P04150 NR3C1 87 0.43179305
P19838 NFKB1 72 0.30304088
P62258 YWHAE 61 0.23484246
P09429 HMGB1 54 0.4068449
P00747 PLG 46 0.17223029
P15923 TCF3 43 0.1484614
P37231 PPARG 35 0.09152944
P11473 VDR 33 0.08716312
000206 TLR4 22 0.08347722
P04271 S100B 19 0.07129331
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Figure 3. The PPI network of key targets of Qianjinyin in the treatment of CE
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