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Abstract

Objective: To study the mechanism of Danggui Shaoyao Powder in the treatment of metasma based
on network pharmacology. Methods: TCMSP database, GeneCards database, OMIM database, ITD
database and Swiss-Target were used the active ingredients, targets and melasma-related disease
gene targets of Danggui Shaoyaosan were obtained through Prediction database retrieval and
screening, and the data were imported into VENNY2.1.0 platform to obtain the intersection targets
of drugs and diseases and draw Wayne map. The intersection targets were selected to construct the
protein interaction network through STRING database and Cytoscape3.9.1software, and the core
targets were screened out to construct the compound, active ingredient-target-drug network. GO
enrichment analysis and KEGG enrichment analysis were performed for target genes using David
database. Results: 26 active components of Danggui Shaoyaosan were obtained, corresponding to
1577 targets. The main active components included kauniol, paeoniflorin, steroids, etc. There were
785 targets related to melasma; 66 intersection targets of Danggui Shaoyao SAN and melasma; A
total of 684 items were analyzed by GO, including 508 items of biological process, 49 items of cell
composition and 127 items of molecular function. A total of 148 items were analyzed by KEGG. En-
richment analysis showed that the pathways involved included growth factor signaling pathway,
cancer signaling pathway, PI3K-AKT signaling pathway, and so on. Conclusion: Based on the study
of network pharmacology, it is predicted that Danggui Shaoyao Powder plays a role in the treatment
of melasma through the comprehensive regulatory network of multi-active ingredients, multi-tar-
get and multi-pathway.
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Figure 1. Venn diagram of Danggui Shaoyao Powder and Chloasma
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Figure 3. Effective component-target-pathway network diagram
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Figure 4. GO enrichment analysis
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