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Abstract

This study systematically investigated the potential molecular mechanism of the Chinese patent
medicine Qianmitong Tablet (QMT) in the treatment of chronic prostatitis (CP) using network phar-
macology and molecular docking methods. Firstly, researchers screened the active ingredients of
QMT and their corresponding targets from databases such as TCMSP, and collected CP-related dis-
ease targets from databases including GeneCards. The common targets between the drug and the dis-
ease were obtained by taking the intersection, after which a protein-protein interaction (PPI) net-
work was constructed and core targets (such as MAPK3, FOS, AKT1, etc.) were screened out. Subse-
quently, GO and KEGG enrichment analyses revealed the biological processes and signaling path-
ways mainly involved in these targets, including the VEGF signaling pathway, apoptosis, and meta-
bolic pathways. Finally, molecular docking technology verified that major active ingredients such
as naringenin and quercetin had good binding abilities to the core targets. The study concluded that
Qianmitong Tablet exerts therapeutic effects on chronic prostatitis through a multi-component, multi-
target, and multi-pathway mode, by inhibiting angiogenesis, regulating apoptosis, and correcting
metabolic disorders.
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1. 518

84 71 41 it 7% (Chronic prostatitis, CP)/& DA% X3 & i s i&E . HEJR 728 S5 VR Il JR B3R L
Wi[1]e BASE KB L dr, AR B 1 B O e ™ B2, T A 2 3R S 1 1 A R 2%
A 6.0%~32.9%, X m T HAR E K 2.0%~16.0% [2], £— KA EA R, shak, 181w 5IHR &
TR A, RIEHLEIM ARSI, HRTAY CP 1 ZR IR 5 AR ML AR R ARG IR T
JREG bR ThRERERS . M bR RSO ERR 2. SOE % . AL RIEE T T [3] [4].

MR CERYERTFI IR RS 1 R IR SR B AR SIT IR ) 1897 7 B W 2 258, FEDPIAER.
o SRR AR SRR L) PUIIAR 25 K BB IR 2SS X RE IR YT, TEI R PPk A5 A S AR G R AT B
H—E R RPR[5].

BRI ARRE AR R I RN R, A8 PERTZ IR RAE R R 2 bl oy g “REm” o “WE” R 48
W, JF HAEEZ R EHROAREA A, TEAET MR IERSB SR 6E B
FEAR - HEFRAERFI A5 T B W [F I, BG4 R D SERH[3]. HARER T, 12 w51 B 28
MUEZ, Wik, ZoAMmscdds, W L2, . % B M. BATE6]. FERALAEHEBLA
PRE W . 097 Bk @A, CUEAFNE. SHUEMCON I, RN SEERNEE, PEIE A SR TR AR
AFE ANEIEH L RUMLREIE[7]. JEN HVE R E Ek. U2, UIAR —RiER], Bad BR8] .

AU WA Fr (Qianmitong Tablets, QMT), JR&AIGEER, MAREGSZ. EHER. . A&, FE.
BEMB 22 B, RS, BA BT 3 ERAFNERIIER, XHaI7 A s 28t
RO BIRR 2 Fe 51 R PSR IR A B R SCEIE R, IERESE mr ONEHE MAIKSE, FEAIK TNF-a. IL-8 /KF-. p38

DOI: 10.12677/tcm.2026.151063 457 R 2


https://doi.org/10.12677/tcm.2026.151063
http://creativecommons.org/licenses/by/4.0/

tREE, AEE

FR. NGF fIRIL[9]. 1B tERTZIRR 2 R B 2%, 1RIT BT, M BEGE G ESGEER A A H. /i
WhiB P BN —FhIG R W 254, HAERMLEI A 5 S . SR A M 25 B 22X — RG L, B
WG T 2T R G TR 1 RIWAE R VA T CP I “UEMERs)y - EFIEE S - 5 5Bk " MLk, NERH
CZBES . AR BRE SR AL T BB A T AE Y K
2. ¥ E55/%
21, BHSERLR S RAB RO

Bt TCMSP ¥ f# (https://old.tcmsp-e.com/temsp.php) & 5 25 . ZEFHR . JIIBEF. KR&E. FHHE. i
MR PEZEL B JIARRRIIE R 2, LA IR 2 (OB) > 30%. K24 1E(DL) > 0.18 1E Nk brie, Xf
ST B R 0 B I R S e B, 15 S R A A A

2.2, FRHEXE A THIE

i#1d DisGeNET (https://www.disgenet.com). GeneCards (https://www.genecards.org). OMIM
(https://www.omim.org) ¥4 &, LA “Chronic prostatitis” Jyo< i, ¥ & YAy “Homosapiens” , #7218
PERTHIRR RAHSCHE A, AR REE R A IFIE L E, 1920021 5021 B 9 0 #E 15 o

2.3 ZEMRRMEEY - FEMRSY - BRMEAEE

B 2R S AR RE A SN Venny T & (https://bioinfogp.cnb.csic.es/tools/venny) BR A 5, 15 3§ 418
FRIT B PR T A IR R VB EAE B A o BN AT WA I8 R A I T Ry SRR TN
Cytoscape3.8.0 #f, M 2G4 - FEPERS; - SN L%, FEARRE FE E (Degree) K/NFEFR, ik F 57
2.4, ERFHEEAMEHERHE LML

A £ B 5 N STRING %t #E % (https://version-11-5.string-db.org/) , FREFFFH PN “ N7
( “Homosapiens” ), FAREAEVEH ¥ EAN “H M EEE” (medium confidence 0.400), & AAMHEAEH
(PPN %%, 1iJf] Cytoscape3.8.0 #4T A HLALALEE I 73 -

2.5. GO #1 KEGG BREE ST

R WAIE Fr VAT 18 M G A R R A AT SR 5 5\ Metascape i35 FE (https://metascape.org/gp/index.html),
HEAT GO mAMYT, AR R(BR). MIAU(CC). 5 TIHREMP) & KEGG Sl i S0 BT, LAP <
0.01 A% H, FHFIHMA1E T 4 (https://www.bioinformatics.com.cn/) % 4% 54T Al MAL 237

26. FFXIE

F 2 - EIE RSy - RN B ST R S0 AT . £ TCMSP 24l 2
AR 8 3 B RS ) mol2 454, {E PDB $d 2 (https://www.resb.org/) R ER SRR SE ), 1 AutoDock
Tools1.5.7 X/t AT 2o /K INEACEE, BHTRCART#E, St 454 B Has BARCER Wi m) g i,
i F PyMOL 347 AT AL

3. R
3.1. MEHIBESTER

3.1.1. AIMbE R AR S R R
i TCMSP SEHidis K 2R I Jf ik Y AT b3l Ay e TS PR A7) 128 S, Hoh B 254 9 ANETER Y, SE
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R A, NIRRT 94, K& 64, FHESA, M8 A, #2240, k136 4, NI 44, &
J% 7 & B A B 2L AT 255 4.

3.1.2. 1EMAIFIRR R RREE A

it GeneCards. DisGeNET. OMIM %4 FE o & & 5 2 8, LA BP0 HE A 18,920 1.
3.1.3. HMERRIZEBLREY - BERS - I

I Venny V- &K BT WA Fr 28 5 08 P T S IR 2 B BE S AR, FEAG 3] 245 A ARRE RU(WLE
1). >KH Cytoscape3.8.0 HJEE 254 - G MR 7> - ¥ A G (LIS 2), A7 95 DN T T sy 245 JEH 1T Ak
AN 1581 410, Gt F BRI R W R, RILRER. WIER. WO

kvl L HRIER

18675

(98.7%)

Figure 1. Venn diagram of intersection targets
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Figure 2. Qianmitong tablet-active ingredients-intersection target network diagram
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3.14. EEMHEEERAMEMERZDER

FIH Cytoscape3.8.0 “F-EFJ A LEHE i PPI 2 (IL I 3), DU%ETiik )G, HZ&MRYE degree > 16, be-
tweenness > 91.11315955. closeness > 0.554989035, fii i 15 % 6 /MZ Lol &1, 7371128 MAPK3., FOS. AKT1,
ESR1. JUN. TP53 4%,

Figure 3. Core target PPI network diagram of drugs and diseases

3. Y SEFRZIDE S PPl M4 [E

3.1.5. GO #1 KEGG BN TER

TEEHE A GO EEEHT LIRS BP 45 H 871 4. CC 45 H 108 % MF % H 237 %, &Uin7 10 N4 H
(W& 4). KEGG s s £ W3 2@ 196 %, 7 10 Z@E (LI 5). 25 5%, FrwiE fy ol et
VEGF. T, AR5 5l R IEEH .

3.1.6. HFRHELER

8 H Autodock BRI SCHRETEPERL /(MR 3. Wi EZ 3. RILR R HIER. w4 SH) 5 PP 2%
AN O E A (MAPK3. FOS. AKT1. ESR1. JUN. TP53)#4T 75 T-%F#%. AutoDock X #7570 I,
BT SR S A A RE I, BT TR A A R K. PSS R EOR, MR 5 MAPKS 454664 -6.8
kcal-mol™®, #hi %5 AKTL 454 68 v-5.6 kcal-mol™t; i G4t PHK 5 FOS 454 fig v—10.5 keal-mol ™5 #ff 5i7
#45 FOS M4i&ae2—10.4 kcal-mol™?, 5 JUN MI45ARERZ-9.0 kcal-mol™?t, 5 AKT1 H4si&hee—6.2
kcal-mol™, 5 TP53 ({44 REs2—6.3 keal/mol; £ JLAE S ESRL 454 HEA-8.1 keal-mol™?, HIERYS
ESR1 145 & 68 /142 —7.6 keal/mol . iR 45 & B84/ T-5 keal/mol, B = ZE 7 5 A% O 0 s 45 A PRI
Fic A 55 52 A B8 1 2 AT 45 A e (LA 6).
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Figure 4. GO analysis diagram of common targets of Qianmitong Tablet on chronic prostatitis

4. BEE R MR RTFIBR I EIE S GO 34 [E

hsa04370:VEGF signaling pathway o
hsa04215:Apoptosis — multiple species {
hsa00360:Phenylalanine metabolism - ° —logio(pvalue)
20
hsa01522:Endocrine resistance (] 15
10
hsa05210:Colorectal cancer - o
A 5
@
[0}
hsa05418:Fluid shear stress and atherosclerosis - ‘
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® 2
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Figure 5. KEGG analysis diagram of common targets of Qianmitong Tablet on chronic prostatitis
& 5. AT R AHMEMRIFIRR KL E LS KEGG 4347 [E
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(F) AKTI-quercetin

(G) TP53-quercetin (H) ESR1-ent-Epicatechin (I) ESR1-berberine

Figure 6. Schematic diagram of molecular docking between partial active ingredients of Qianmitong Tablet and key target
proteins of chronic prostatitis

6. BRORAILEREER S SERERTIRRXBESERN THETEE

4. VWHig

BRI IR R T S R5uh” “ithah” IEnE, IRREIAIE B IORAER . T REER . Kb
CHFCRAED) RERE AR . hEPHEM R R T, AL, FeER. . B . B
[10].

BITWATE Y £ R & S 2 OB R, R B 225 BUGE TR (AT, Soriiz 4 (%
B BRI 4. BURGEAHIFEY], BAE SRS AR R, FESURE. &
B HUR S HIA L AN, WEMARAUEZE SIRERML]: TR EIL. 7R, RO, fE
T M R RE RO R B A A R, RS RO AR A1 P ARG T e
[12]; A% FRFEANELS, LRTA: KELERTEBIEE. UM, i, PiRERs); Fks
R L AV, BT ROMIKR . AR TURE. AL RSO BRI
F2S E2 SHE R, DL AE IS [14], SAE Y A, (A 1 s Bl 1 S A 2/, ST R
BRI R 0L, BT AR 2 RINEZS, Rt A KRR FE . ZIAEIRISE R, A
R R BETE IR, TR D6 AR TR T I A M, B ORI SE T BE[15): IR TP ks, A
B, LSBT, T s B AR R 8. RIRRE. HRINE. LG
DURRZSE, HEA 2 IR FI[16]. WF IR WA S A s . SRS RIS sy,
TR AR B B HIBE[L7), 2L, FIKIRS, RHE, R, 51K FAT. SHEMRATINE, &
TEAS TR R B, DL A, BT, SEILbE, ERRIRIER, @i IR 8,
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ST D), RERS I R OCE B IRACIEIR . 25 THIRG, 288 2 R RS PR AT B AR 8 IR - R BH -
ST L.

AU 7y FAHBAE S S 24 - R - NI T55 9 WRZGHMI 5 PR MG MR (M R 2R L i
R RILAFR. HER. B PHR) AT 5198 M 51 71 R 2 S 7S AN SCEERE 5 (ESRL. AKT1. MAPK3.
JUN. TP53. FOS)JERifaE &M, A ae Ko <-5.0kcal-mol™t. BFFLLEIEIN Ny, AIMWAE it £
Oy ZERN. ZIEEKITT I, EAEIME A R AT T Al B AL S R IEE T, MR T
TEYERTHIAR IS o T2 TH R G H TN 7 A7 I8 AR 7 B AT SRR A i REPE RS - TEFIRE S - 5
SR WL, MBI 2R BRI MR AR T RPN T A AR . i % 2
HREAWEFL T AW B M RT S BR R BRI, FR @A T EAERIEIE AR, NG SRR
BT T A

K FAAFAE— T SRR, 7 5L CP KRB AL BT Z ARy AR s, iE— D0 “RR S - R
M- R KR, SER BTN - S5RBAE - ThREMIRE " S84 M. RS v 5l N2 HEF
B, WEEARKPE— 2 ) B A8 Fy TE S 1 T A1 R A b - T LAR, FLIG RS AT 24501 R AR A B
I EAR AR -
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