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Abstract

Objective: To analyze the acupoint combination rules of acupuncture for tremor syndrome (chanzheng)
using data mining methods and to explore the molecular mechanisms of the core acupoint formula,

providing a reference for clinical acupoint selection and mechanistic research. Methods: Relevant lit-

erature was retrieved from databases including PubMed and CNKI to establish an acupuncture pre-

scription database. Association rule analysis was performed using SPSS Modeler to identify the core

acupoint formula. Cytoscape, the String database, and Metascape were used to construct an acupoint-

target-disease network and a protein-protein interaction network, followed by GO and KEGG enrich-

ment analyses. Results: A total of 227 articles were included. The core acupoint formula consisted of
Baihui (GV20), Fengchi (GB20), Sishencong (EX-HN1), Taichong (LR3), Hegu (LI4), Quchi (LI11), Yan-

glingquan (GB34), Sanyinjiao (SP6), and Zusanli (ST36). A total of 649 potential therapeutic targets

were identified, among which 110 intersected with tremor syndrome. Core targets (e.g., AKT1, BDNF,

TNF, TP53, IL1B, SNCA) were extracted through topological analysis of the PPI network. Enrichment

analysis showed that the core acupoint formula mainly acts on pathways such as neurodegeneration,

Parkinson’s disease, and neuroactive ligand-receptor interaction, involving biological processes in-

cluding synaptic signaling, membrane potential regulation, neuronal apoptosis, and oxidative stress.

Conclusion: The core acupoint formula of acupuncture for tremor syndrome exerts therapeutic effects

through multi-target and multi-pathway synergistic actions, providing a theoretical basis for clinical

acupoint selection and mechanistic research.
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BIiIE (tremor syndrome) A& LSk B AR A B =83 B3l FEZERIMAIEUE[1]. (R -2 EBERIL)
TCE oo T KBEIX BB T i s BIFREGE, (RN < BREDRSOL) WIHRH “AT IR 55k
FHK o HR RS BIGIE SR A7 (E i B 5 B8 2] (3], WA Wk T, o e WU AR 2, HkEk B
REJJ o BRUIE R0 YO R JoR o 5 A I R B A< AR S AR AD R0, DL AARBI R0 1 1) 72 B AR
H A0 T4 R R B S e A IR IT Ao 3, (R ILE 29— A B3 HK IR & A — e
FEMIRIVER, B RAE IR TT SR ) — R A B T i297 80 U1 HLEIVE I /N4] [5]. &FRIG7 Bk Ik /R BT
R S ES FIG RIS A KA B0 AR SR AF tH 1, B BT SR I o0 R AR A 5 R Kk /U8 2 57
M LA 2 BONGE— Ik /O, BT R 2B 2R A, @RI R AR RS, MR 70 S S0 12
PR 28 51 5 22 R 710 N RAATT BIUIE B At G2 50 358 7 A S L | o) IR TR Bl 28 (6] AN 7038 ik 0 ik
B R TREIE () SCER A% 0 7R O7 SO AE AR R RE i, T “ X - B AR - BIOIE” 2 4E AR P 28 SRR 2R
18 FH X 268 4 1 2 T R R AT FL R A SO TS E 4 T 0L, US4 5 BiIE 1) SRR e T 0 B, DI IR
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19834 1 H 1 HE 2025 %2 A 1 Ho R “BUL” “BUHE" “RE” “RAIERB” “RH
BRI “MREAR” CEPRT CEHRIT R CHIER” , SR RTEFE “tremor”  “Essential tremor”
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PR I KB R IR AR S © T AE RITVABGT R & HALT2O8 T @ & AR
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NEEFA: (1) BFFEIAL: IEHURZ O 1 ANBE AR, RS R AR AL R 2 s A VR AR TT
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Figure 1. Literature screening process for acupuncture treatment of tremor syndrome
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AW TR SCIRILAWE TR D K R ICPAFAA IS OCHR 3081 Jei, ELHEH SCSCHR 3041 i, JESCCHR
40 5o ARIEGIN . HEBRARUESEAT 70 J5 B X N 227 F ek, Forprb Sk 227 B, JECCHk 0 B . X

WA AR L 1
3.2. S5

Table 1. Frequency, specific acupoints, and locations of high-frequency acupoints (frequency > 20) in acupuncture treatment

for tremor syndrome

1. SFRIGFTTENER SR AIIR, FRER. BML(IUR > 20)

. e Ji AR N e
55 Jar < e s HFE X HBAL
1 K 139 6.20% LTI &
2 a4 130 5.80% JiR 7T o2
3 At 124 5.53% JE/PHL FHYERKRE BT
4 EES 113 5.04% i TAe SK IR
5 =tk 83 3.70% JE L AN &
6 A= 81 3.61% G780 B TFEAR &
7 it it 75 3.34% &R bR
8 BEIFREIX 74 3.30% i A KT
9 FH B 5 72 3.21% G0 BTFEI &
10 T4 o R 71 3.17% i T A
11 K& 62 2.76% ZVIE 1N &
12 AR 38 1.69% %o, )\ k2 bR
13 U 36 1.60% Eie TV ST B
14 2ES 35 1.56% 2N &1 bR
15 iz 35 1.56% 80TV &
16 B 32 1.43% 3N IVAN K THI 8
17 BEX 32 1.43% i T LT
18 A 30 1.34% (ER=R VAN gl
19 JH-fir 28 1.25% JHH AT JEER
20 TRz 27 1.20% R X KT
21 FkE 27 1.20% R X I
22 Kt 25 1.11% 80TV K T 8
23 K 24 1.07% Bk, FREEELSR FRI
24 KIt 24 1.07% UNITE-T1N &R
25 S 24 1.07% 80TV JIE
26 F 22 0.98% 7 X TR
27 F=H 22 0.98% 50 T B
28 S 22 0.98% P Ny N 21N KT
29 BB R 22 0.98% AKX &
16 P 32 1.43% 5T K THI
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Figure 2. Sankey diagram of meridian tropism, specific acupoints, and distribution of the top 29 acupoints (frequency > 20
times) in acupuncture prescriptions for tremor syndrome

2. $FRIBTTENEL S EMURET 29 LR 220 0))AZ. FER. DHREE

3.3. KEXMNSrarasR

(1) BRI KRB 7

TERFAEE 5N, @ B S Al 0 IR 5 TR 26 ) S5 P (R el 5 L B 28 S 3 T
SEFebR, AIESHRM N E J Bt . K] SPSS Modeler 18.0 1) Apriori HiECLEE > 15%, BAS/E
> 80%, HAHIIEL 5), JLIRAF 101 LRI, SCREFEHER BT 30 MR W32 20 SCIBCRILIN iy T MR AL &5
RILE 3(A) (H arules Viz 4.

(2) T Apriori HEREZ LT K

WA RS BRI, nTHERR SO, MBI E . 7E A S b,
K BAE BN 85% 43 S IS H5 B 17% 1 20% 8- 47 4% 0 /X 7 43 AT, A ST I w] 304k, P (71 3(B)
K 3(C)). 4R ER, MXCFESEGEERS, SMEM A, MNP SEEsR . MBS N 85%. X
FRE N 20%0, SRAFHE KM 548 B K. =ZBAzs. dhib. 2 =5 FHBRR . PR 2 s AZ 0
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Table 2. Association rule analysis of core acupoints in acupuncture treatment for tremor syndrome

= 2. $TRIGTTEUEAZ L7 K ER AL 4347
JE T B35 PSR TREEY% BREHE% Tt
R GES 130 57.269 89.231 1.457
a4 K = K 88 38.767 86.364 1.508
R Kt - 545 87 38.326 87.356 1.427
R He-AH 82 36.123 86.585 1.414
RS it 75 33.04 85.333 1.49
UL = - A8 64 28.194 90.625 1.48
S PHEE S - 61 26.872 85.246 1.489
s A= - R 61 26.872 85.246 1.489
G DU ER - it 60 26.432 86.667 1.513
Kt VUil - &4 60 26.432 86.667 1.587
R Vsl - &4 60 26.432 88.333 1.443
GES thit - K pp 60 26.432 88.333 1.542
GES Bz - Mt - K 60 26.432 86.667 1.513
a4 WLy N 58 25.551 91.379 1.596
R R=H -84 58 25.551 89.655 1.464
i PHEESR - &8 57 25.11 91.228 1.49
P PUBRER - 2 56 24.67 87.5 1.602
R PUsRmE - K - &4 52 22.907 86.538 1.413
GES it - B2 51 22.467 86.2745 1.506
e K% - Kip 50 22.026 90 1.572
IR =PI -Ee 49 21.586 89.796 1.466
GEA PURPTEE - 2 - KUt 49 21.586 85.714 1.497
a4 PUHEE - K - Rk 49 21.586 91.837 1.604
Ky K& - G4 48 21.145 93.75 1.531
SRS FHFEIR - A2 48 21.145 85.417 1.492
K FHFZIR - A2 48 21.145 87.5 1.429
Ui PHEE SR - Rt 48 21.145 87.5 1.429
At PUriEE - Hex - AR 47 20.705 89.362 1.636
R PUpiEE - Hex - AR 47 20.705 85.106 1.39
K EIEREIX - 54 46 20.264 89.13 1.456
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Figure 3. Bubble chart of association rules and analysis of core acupoint prescriptions
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7E Genecards ¥ 22 1 #3 B BUEAH SCHE 5 11,203 4, TRBRAHSCHE 20 <2.8814 ML 515 2 975 AN#E
A, [RIIERE TTD o B A 25 i) BAH SSHE 4, OMIM HiEJEANE T 37 A, Disgenet i FE4NE T 66 1,
PharmGKB ##f E b 78 2 4, S &SR IUEHERE 3L 1013 A, BULS5AZ0 05 10 649 ME S 325, LA
4(A), BAAFE RAZ 0 07 T B T AEAE 2 110 4

3.5. PPI (4 4aiE

FEFAZ 0 R O7 T-TREIE AL 5, R STRING 12.0 $03E FE5515 PPT M (110 N5 5. 416 2634, F
P17 R 7.56, PR R 2 0.464) B 28 245 3\ Cytoscape 3.10.3, i#id CytoNCA LA DC. BC.
CC. EC KT & B HONFRHETREIZ 08 i S5bL DC > 3.5 W25k, Ll DC>7. BC>63.56. CC
> 0.3754. EC > 0.0501 it — 50k, 715 34 MO FEEAELRT 15 BS54 AKT1. BDNF.
TNF. TP53. IL1B. ACTB. IL6. APP. PRKN. APOE. SNCA. DLG4. IGF1. GFAP. PINK1 (/L4 4(B)).

3.6. EEXFEGOFMEREASEFEENEBKEGG)BEEEST

110 AN FL[FFE 255 N Metascape B85 2 (W% H. sapiens, Min Overlap =3, P <0.01), #4757 GO Al
KEGG &#7H1. GO 73Hi3k4s 1490 MEYEFE(BP). 145 NHMIZH 22 (CC). 156 D7y T-IBE(MF), BP
FEEETRMGSAES . WA NS % P EHDTEGET 10 BTtk 5). KEGG 4t
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Figure 7. Network diagram of “disease-acupoint-target-pathway” for acupuncture treatment of tremor syndrome

B 7. $tRIGTTENE R - L - BB - @R WLRE

4.2. KEXFN 534

KRR A5 R B, BAERE ST 85% M il & #4080 B 5 Sk MR AT, ARBL 1 imia ek [H]
FARIR JREHCAZ LRI, [R5 AE 288 A0 LN o s ks R . iR b S5 &8 L RS
P mEERA A TR A, RIS Kp2im v FAE R . X5 DR el &
Y = A 2 i EE 2 A R = T W 1w v a4 W L QUL B ) SR = 3 1 €S ) 2 W B (RS Y
A TE A T O 0 P LIS AT S TR IR . IXLERC RIS L R R ) P AR BB L IR T IO,
FFE v B BUIECInA S AR “HE VA S i HLIAR.

FET Apriori FRERIRALRBR AT AR T WA 2 i, DOME. &4, Kok, dii. =BI%e. Bk
R RERBEABEVINRE, N RIBTBUERZOHT . BTFHEM, KIBPHX, e S, &
ARG, KRS, b <, =BASZEERTR, FHBOREF IS, & =HBANMTUM . XL AHBC AR 2
AE S SEREE, W E% bR kb ok S PG T BIE .
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4.3. ST RF S0 7 AT EHERHLH

43.1.GO EESH

GO EHEN T TR, BOEH YR E W LR AE S4E0 . BARART . 84T h T
FEEACRIAE, A3 S RS PE AN S BB ThREAH G,  SHPARAL AT R AL TR . SRS 5 SR AL
FH T REAE FR B 7 RN 14]; RAMTHRERERT AT 5 KR E IR, SHIRAT - B - RIS O B
BN 15], T 540 40080 7 S AP 0 L T G 12 BN ThBE[16]. FiR S 5 & IR B A i S b 42 e R
g, HigkRwE S SIuIife[17]. &b, BRI S MG 51 3 S e A 815 2 DIAR 9%

4.3.2. KEGG BEM

Wi KEGG BHEAMEIRER, AT =470n 2R AT VB I8 A% - 2 Mo il 1 (Pathways of
neurodegeneration-multiple diseases pathway). 14> #%J7 i i (Parkinson disease pathway). HZ35 PEEC A& -
SZ AR K HAE FH i8 % (Neuroactive ligand-receptor interaction pathway). #Z8IB47 B 1% — 2 R il
PRI 2 M ZaRAT PRI (ANBT 7R 25 BRI « AR« 7 AT 55 ) I 36 (R BEATL AR, DRI 208 2 %
TR AR B BOR AL 5 00 AR E B B E S, R 32 B BT < AR B R R 22V VERCAR - 2 AAAH
HAEH @R .

© 14 A% 8 B (Parkinson disease)

<5 A% 93 1 2% (Parkinson disease) 1 EUR AL 9 8 1 7w 1 SR AL S BT REI. A0 BT S A A A A
2R - EAME RG K SIS T RERRRS R4 D) e R AS A T8 R OS5

o-FEANAZ B R B SR AR AR Dyt i v f IS, XA IR AR S IS T R S /MR B 1UR R B L
Hh 2 M REAN 2 TC AT IR AR FIFE TS, IX B 22 0 I AN Tt i S U T - SCIRAA IR % D) RE RS
5| R & AR RREEIZ B IR (18] [19]. EAFDIRE T, RITSE AN IEEEEE N PERK.
IRElo 1 ATF6 @it 5 N B BiP (GRP78)45 G AERFIETE HIRAS o 1 a- Rt 5 1 7 SRR, Hod i
TEFHPESE & BiP ML &G R B B Sl B . — 7 T 24 PERK 5 IRELa 25 3F I OO Re I — 54K,
fii /X PERK. IREla & ATF6 =% UPR {5 5@ B FI IO, [FII o- SR il g (1 F0 1) P J02 9 A O P i
#2(ERAD)DIfiE[20]. UPR {5 5 i FEWOE 5 0 1 B, AN 55 200 B 2T A 5T 199 IR 385 ey 82 44 DR AL
i, HiEE FFE0E PERK-CHOP #il IRE1a-XBP1 {RH =403, 4 FEZ TILHEIHE 70K AE A 5T I 3
AR T [21]

Hor S SO EAR AR 8 . PURALBI I RS ISR g, X ILEER, =
B4 e D RERRAS ABETC[22]. Yan Chen Z5[23) NHIBTFL B R BkIS AT (LS MEA, & FEABEH K
(GSH)/K V- R I, BRIKHTEALEE( SOD. CAT Al GPx)HEE, BRIR AL T4, InRIEAL . a-58
il B 9 1) R S ECY S B 1 (Ca?) 3 Sid g R N RS RS . AT N S ek 2 AN Ca? 38
HeZRHLAE, AN Ca® e J M 51 K (R ZK I SRR 28 5 iR 45345 [ 24]

ZE - EAMMK RS 268 & AR Rpt2. Rpt3) 8L Bk ek o fE ke 2 5 808 AR TS
PR N, MM 51 K2 F AR A (00 o- R & E) 570 R EE[25]. SULIARS, PINKI1 A Parkin %5 12K
T RAR SRS SZ R RAR I E WEIE %, 10 USP14 A USP30 252372 Z LB 15 M 7 o T i R I8 SR i |
SR mAARICE DR B RAT, XPhER I RE - SRR I s i 2 b R i B R i e R
[26]. ARG IATIRERRENG, <M pH ThiE, BE s H AR D e 3 8UE B R B VLB IR(27] -

AR AA 5 HL A7 % 2K W] S B PINK 1/Parkin 38 B8 D REFERG, #EIT 51 R 3240 2Rk 578 B AR S A 25
%L[28]. Alicia M Pickrell [2912 A\ (B 7TIESZ PINK 1 5% Parkin 3 RS 25 (/N SRS v, 2Rk (AR IR i 55
GRS ATP A2 i fEhe AR A R S5 2 MR, $7m 1% 00 R AE 2R A4 ot & 2 ] b iz O E H

DOI: 10.12677/tcm.2026.157394 333 LRIV


https://doi.org/10.12677/tcm.2026.157394

#HEE, EEH

LRI G 1 DR SR 2 T B AL EE W, SEIMIEVESER ™A, TSP SR 2ok ik
W2 BOE A P YA AE T 1842301« PARKT A b 1K) DI-1 £ e PR 4ohr A it & A1 73 22 18] I 325
P YERF LR ThRE, BT EUL D RE PTHE DU VE SRR 5 B AR[29]. BRIk DI-1 k&5 SRR B
PR AL, RIS E PR AU AR R, T A e A 25 L A & o Am a4 A% -

@ M iFVERCAR - 52440 BAE H (Neuroactive ligand-receptor interaction)

A TEPERCAR - 2R BAE R BB fE M im VE B (A eh 2238 01 . RS S e A6 )5, 51Kk
M AE A% SR RE[31]. 95 KEGG s 22 o i i e o] 0 S e A8 S 5L R Tl S iR e Ak o 22 i
SRl B ERER. BRELRE. IBRIRGER. N-ABRLEABMARR. »-2E TR, AERE. &
SIS IZ SR (WR B SR EL 1230IR2%) 5 R B SCIRARE i b 2 ke e p0 22 TT IR AN SUIR TR A
% TGRS VAR [32] HR AL GIIE R 75 B ROV 2 UG 2 AR A BAE L . EEmE Ak b 2 Bl
/5 D1 M D2 ZARME 5 kM, S5aE TE SR . RGS S H MR E & DI/D2 24k mJi — Rk
DhRERERS, FLEPUEL 7R ERCR - 2R A RS, S EEssh¥EH| R iRH([33].

433. "R - LN - ZI0ER - BT MES

B R M 22T BN, AZ O O IRIT BIE & 110 ANELES A, 5 AKT1. BDNF. TNF. TP53. IL1B
L 34 ML R DI SRR LR A BHFR SR W] T a-RAMZE B, BB &A%/ RIZ3I88 7134
RIS, &4, Kb, i, 2 =HAEH0% BDNF/TrkB @5, {2k % B TeAEE[10] [35]-[37]:
B ST B B SRR v mT 4 B A BRI AT, DDA R IR AR (38]s EHIR M FHFE SR i PINKI 5 DJ-
1, JRHELRRIfR EWE . kSN 39]; AT E 2 fiit. 2 = H AT ST SOD i A bE G E, HH]A
A RIB[40]

LS TBRE /T rat IR S e g NP A E I Va7 R4S VG R B X1 purs U AN G E 2 WA
JRABC %0 JE N, EVGERE 2 Wit DURREE. Ko &4, b, BHBER . =B, R =HAIENE
J7 BRI AL, R AE TR & XS, B IEE . AR AMAVER . AR T MLk 4H &
2R, WP INRGE RS EDMGEYERE, T o5 T TREIE P& EE R bLE] . 25 RRE R+
TREIE A% 077 v Rgd i 85 IS B (AKTL). B PE #0438 75 5 7 (BDNF) M98 SEE 7 (TNF). 4
Fa i HilE ps3 (TP53). AU/ 2 18 (IL1B)SFEE /B T ZBAT MR IR 12 - Z R, i
SARPUEEE . PTG VERCAR - S2URAH EEFEES, W RAME T RIS AT . AT R
PREETCIRITE . AL R L B G BUE RVEH,  $E 8 2 RO 2 18 & 38 A e G AT a2
B, @I RIS T AR o0 7 N2, HAZ 0o 8 5 R S I % T A AT T R T TR AR
FAMLE BB M. 25 F, AR N BUIEE 2R I6 97 I R /AL BC A A A B AL BF FE S it 7 e
BEfilt, R[] B A FOAFAE — 58 J R, A% Co i 7 AR FH A s AR 7 12 32 208 T 0 S S 38 SR B 4 5
T S22 N N T HOREAS B B 7 v 2 S BRI 4w R IR AR 0 B vl ReAF AR B ey, B AU ) 1 s A3
IR HE R R AR o I M R AL i 5 R v T R PR AT SR AR AT R PERE

SE K

[11 2%, 1E, X TEANRSEFHELZM]. 585 K. dbat: P EBEZ A, 2021.

2] RERK, T8, HEME, 5 5T Bl T S im i 6 R PHE BRI BT[], AR RAR - EZ
BARAL, 2024, 26(12): 3060-3065.

[3]1 GkEEN, XU, 2o EEEER PR IR AL]. AR B2 44K, 2024, 39(7): 3331-3335.
[4] Z=WPHE, 04, s, FREETRTIED. PiEmmERE, 2023, 31(12): 1156-1159.
[5] FhSCE, HEMGHE. DAEAR0m I T AT ARk R )], A PR R 25 G Ak &, 2022, 31(16): 2321-2325.
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